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1.1 AGosin

y::;m HaumenoBanue yonyru OcHoawoRn Tapud, p,
A01.24.004 OuarHocTika BOCNaNUTENbHbLIX NOAWPAANKYNOHEBPUTOB (aHTuTENna K 2944,00
raHrnuosnaam) ackano-GM1, GM1, GM2, GD1a, GD1b, GQ1a, GQ1b, GT1a
knaccos IgGigM
A07.16.006 13C - ypeadHbii AbixaTensHbin TecT (H. pylori) r 882
A08.01.002 UuTonornyeckoe uccnegoBaiue HOBOOGPA3OBAHMIA KOXU 550
A08.08.006 UnTonoruueckoe uccnegoBaimne I3HA0CKONNYECKOro MaTtepuana 550
A08.08.010 Uutonoruyeckoe uccnefoBaiue NNespansHoM XUaKocTH o 381
A08.09.011 UuTonoruyeckoe uccneioBaHue MOKPOThI 550
A08.14.004 TucTonorMyeckoe UCCNeaoBaHne NYHKUWMOHHOIO MaTepuana neuyexHun 1 364,00
A08.16.002 FucTonorMyeckoe MCCneoBaHue IHAOCKONUYECKOTO MaTepuana 2 230,00
Wenyaka c peisanenuem Helicobacter pylori
A08.18.001.001 TucTonoruueckoe UCCNeAoBaHue IHAOCKONUYECKOro Matepuana h 2 559,00
KMWEYHKWKA NPy BOCNanuTenbHbIX 3abonesaHuax (necTHu4Han Guoncus,
HECKONLKO KOHTeWHepon)
A08.20.002.001 TucTonoryueckoe uccneaosanue matepuana PLB (paspensHoe 4 236,00
AWArHOCTMHECKOE BbLICKADNMBAHWE: NONOCTL MAaTKK, LEPBUKANbLHLIA
KaHan, 2 KoHTeiHepa)
A08.20.002.002 Tucronoruyeckoe uccnl cockoba uep NLHOro + 4 119,00
FUCTONOrMYecKoe uccneaoBanne cockoba anpomeTpual
rUCTONOrMYEcKoe uccneaoBalue Buoncuu wehku matku (Unim)
AD8.20.003 TvcTonormyeckoe MCCNefoBaHne IHAOMETPUA (B T nainens-6uoncusn) 1782,00 Bk
AD8.20.003.001 KoMnnekcHoe rucTonoruieckoe n MMMyHOrucToxumuyeckoe (Mrx) 5916,00
WCCNeaoBaHue Npu NOAO3PEHUM HA XPOHUUECKUI IHAOMeTpuT (CD138),
Unim
A08.20.003.002 WrX peuyenTopxoro cTaTyca 3HAOMETPUA, CTaHAapTHoe (ha3a cekpeLun 10 930,00
(ER/PR/ICD138/CD56))
A08.20.003.003 WX peuenTopHOro CTaTyca IHACOMETPUSA, paciump (thaza P 13 681,00
(ER/IPR/CD138/CDS56/LIF))
A08.20.003.004 WX auarHocTuka XpoOHM4ECKOro anaomeTpuTa (chasa nponudepaunn 8 495,00
(CD20/CD138/CD56/HLA-DR))
A08.20.004 UuTonoruyeckoe uccnejosaHne acnupara ui NONocTM MaTku 480
AD8.20.008 Fucronornyeckoe UCCneaoBaHUe NYHKUMOHHOIO MaTepuana MonoyHon 3421,00
wenesbt
A08.20.012 UuTonornueckoe mccneq oTa BRaranua 450
A08.20.015 LUuTonoruyeckoe MccneaoBaHWe NyHKTaTOB MOMNOYHOW XKenesbl 81
A08.20.017 LuTonoruueckoe nccnegoBanue cockoba ¢ wenku Matku 420
A08.20.017.003 UuTtonoruueckoe ucen 0 Ga ¢ wenkn MaTka u 381
M3 UEePBMKaNbLHOTO KaHana
A08.20.017.001 UuTonorM4eckoe UCCneaoBaHne cockoba nl UePBMKANbLHOTO KaHana 420




A08.20.017.002 HMuakocTHas UMTONOTMA 1 600,00
A08.20.019 UuTonoruyeckoe il oTa 0 MONOYHON XKenesbl 381
A08.21.001 Buoncus npeAcTaTenLHOM Kenelk! MynbTUOKanLHan 6 155,00

(rucTonorMyeckoe uccreaoBaHue Matepuana)

A08.21.001.002 WUrX onyxonu npeacraTtensHon xenessl (Ck5/PE3/AMACR) 9422,00

A08.22.003 rucTonornyeckoe UCCNeaoBaHue NYHKUMOHHOro MaTepuana 1 364,00
WHTOBMAHON Xenelsi

A08.22.004 L WyecKoe uccnes M@ NYHKTAaTOB WWTOBMAHOW Xenesnbl 381

A08.28.005 FMcTonornyeckoe MccneaoBaHue NyHKUMOHHOTO MaTepuana novyex 1 364,00

A08.28.012 UuTonoruueckoe MccneaoBaHue ocaika mModm 500

AD8.30.007 MepecMoTp roTOBLIX LMTONOrMYECKUX NPenaparos (BTopoe MHexue),1 175
NoKyc

A08.30.013 Komn urx fl0BaHNE 29 045,00

A08.30.013.001 WmmyHoruerox A ue, ROS1 8958,00

A08.30.013.002 WrX npornocTuyeckui mapkep (1 aHtureno) 7 422,00

A08.30.013.003 WrX nccneposanune (1 aitureno) 2960,00

A08.30.013.004 WrX nccnegosanue (2 anturena) 6 547,00

A08.30.013.005 WX uccnenosauue (3 aHtuTena) 8 495,00
A08.30.016 Uwntonornueckoe uccnegoBalue NyHKTaToB APYIAX OPraHoB U TKAHeRn 381

A08.30.016.001 UuTonoruueckoe uccn marvep , NONY4EHHOro Npu 460

XMPYPruYecKMx BMewarenscraax
A08.30.027 UuTonornyeckoe nccneaosanne nepukapavanbHon XuakocT 381
AD8.30.028 UuTonoruyeckoe nccnefoBakue cockobos u oTne4aTkon 420
A08.30.046.001 TucTonormyeckoe nccnegosadme GuoncuiHore matepuana (1 2529,00
KOHTeWHep) Unim

A08.30.046.002 JononuurensHoe narotoBnexue 1 Mukponpenapara 820

A08.30.046.003 [ononHuTensHOE M3roToBNeHWe 2 MMKponpenaparos 1413,00

A08.30.046.004 JononHuMTensHOE M3roTOBNEHNE 3 MUKponpenapaTos 2 006,00

A08.30.046.005 [ononHuTenLHOE MIroToBsieHKe 5 MUKponpenapaTos 2761,00

A08.30.046.006 [onoNHMTENLHOE W3ro ponpenapara (6-10) 4312,00

A08.30.046.007 [lononuutenLHOe W3roToBNEHue Mukponpenapara (ot 10) 10 328,00

A08.30.046.008 [Nopeaka ogHorg cTeknonpenapara u3 6noka (Unim) 344

A08.30.046.009 MMCTONOMMYECKoe MCCRBN0BAHKE IHAOCKONMYECKOrO MaTepuana (nonun 3 316,00

Bonee 2 cm; Unim)




A08.30.046.010 FucTonoruueckoe ueene, A 0ro Matepuana 2529,00

npocToe (A0 3-Xx KYCOYKOB) NUUWEBOAA, XenyaKka, Kuilku, poxxa,

ropTauu, Tpaxeu (Unim)
AD08.30.046.011 FMcTONOrMYecKkoe UCCNeaoBaKHUe IHAOCKONUYECKOTo MaTepuana 3 316,00

cnoxxoe (Gonee 3 KYCOUYKOB) NUWEBOAA, KeNyaKa, KMWKW, Gpoxxa,

ropTauu, Tpaxem (Unim)
AD8.30.046.012 MucTonoruyeckoe ucen it 4eCcKOro matepuana 4 104,00

npocroe (A0 3-x Kyco4koB) + Beiapnewwe Helicobacter pylori 3a cnyvan

(Unim)
A08.30.046.013 KoxcynbTaums rotoskix npenaparos (1 nokyc) 3 225,00
A09.01.007.001 Nty B Bonocax, cnekTpoMeTpus (Li) 572
A09.01.007.002 Hatpui 8 Bonocax, cnexrpomerpus (Na) 572
AD09.01.007.003 Marnni B Bonocax, cnekrpomeTpus (Mg) 572
A09.01.007.004 Kanwi B Bonocax, cnektpomeTpus (K) 572
A09.01.007.005 Kanbuwii B Bonocax, cnexrpomerpun (Ca) 572
A09.01.007.006 Keneso B Bonocax, cnekrpomeTpus (Fe) 572
AD9.01.011.001 Bop B Bonocax, cnekrpomerpus (B) 572
A09.01.012.001 ANIOMUHWA B BONOCAaX, CNekTpoMeTpus (Al) 572
A09.01.013.001 KpemHuit B BONocax, cnektpomeTpus (Si) 572
A09.01.014.001 TuTaH B Bonocax, cnektpomerpus (Ti) 572
A09.01.015.001 Xpom B Bonocax, cnekrpomertpus (Cr) 572
A09.01.016.001 Mapraxey B Bonocax, cnektpomeTpus (Mn) 572
A09.01.017.001 Ko6ansT B Bonocax, cnektpometpus (Co) 572
A09.01.018.001 Hukens B8 Bonocax, cnexrpomerpusn (Ni) 572
A09.01.019.001 Meas B Bonocax, cnektpomeTpus (Cu) 572
A08.01.020.001 Uwnk B Bonocax, cnekrpomerpus (Zn) 572
A09.01.021.001 MblwbsK B BONoOCcax, cnekTpomeTpus (As) 572
AD09.01.022.001 CeneH B BONocax, cnektpomeTpus (Se) 572
A09.01.023.001 Monubaex B Bonocax, cnektpomeTpus (Mo) 572
A09.01.024.001 Kagmui B Bonocax, cnektpometpus (Cd) 572
A09.01.025.001 Cypbma 8 BONocax, cnexrpomeTpus (Sb) 572
A09.01.026.001 PryTh B BONOCax, cnektpomeTpun (Hg) 572
A09.01.027.001 CBWHey B BONOCax, cnextpomeTpus (Pb) 650

A09.04.005 OBwWuiH aHANK3 CHHOBWANLHOM XUAKOCTH (MUKPOCKOMKYECKoe 183

[OBaHWE + MAKP yeckoe uccneagosanue)




A09.05.004 XonectepuH NMNONPOTEMA0R BLICOKOR nnoTHocTu (NMNBM, HDL) 204
A09.05.006 Muorno6ux 552
A09.05.007 Keneso 133
AD9.05.008 Tpaucgeppun N e 1 e s
A09.05.009 C-peakruBHbIi Genok 228
A09.05.010 O6wwmi Genok 129
A09.05.011 AnbOymMuH 143
A09.05.014.014 Benkosbie (hpakumm (BKnouaer onpenenexune obuwero Genka u 340
anLbymuta)
A09.05.017 MouesuHa 133
A09.05.018 Mouenan kucnora 133
A09.05.020 Kpeatunun 133
A09.05.021 Bunupy6un obumn 133
A09.05.022 Bunupy6un nenpamon (Bknrovaer onpeaeneHue obwero u npamoro 181
Gunupy6una)
A09.05.022.001 Bunupy6un npamon 133
A09.05.023.001 Tnioko3a T T
A09.05.023.002 nioko3a nocne Harpy3ku (1 yac cnycrs) 115
A09.05.023.003 Fniokosa nocne warpyaku (2 vaca cnycTs) 115
AD09.05.025 Tpurnuuepuao: 133
AD9.05.026 Xonectepun o6wmi 144
A09.05.027 Nunonpoteun (a) 360
A09.05.030 Hatpui, kanua, xnop {Na/K/CI) 240
AD9.05.032 Kansumui o6wmn 141
A09.05.033 Docdop Heopraumyeckui 133
A09.05,035.001 @ pbutan, konu HO 2 268,00
A09.05.035.002 Dunnencun (kapBamaszenun, Terperon), KONUYecTHEHHO 1867,00
AD09.05.035.003 Namorp (s Tan), TBEHHO 2 268,00
A09.05.035.004 Banknpoesas kucnora (v ee NPOUIBOAHLIE), KONUYECTBEHHO 662
A09.05.035.005 2 268,00

TNesetupaueram, konuuecTeeHHo




A09.05.035.006 Tonupamar (Tonamakc, Tonanencuu, Topearn), KONUUECTEEHHO 2 454,00
AD9.05.035.007 Takponumyc 2052,00
A09.05.036.008 Onpepenenue ankorons B Kposu 969
A08.05.039 NaxraTperaporenasa (NAr) 133
A09.05.039.001 Nakrataernaporenasa (NAr) 1, 2 bpakumn 192
AD9.05.041 AcnapraramunoTtpancgepasa (ACT) 133
A09.05.042 A {oTpaHccepa3sa (ANT) 133
A09.05.043 KpeatunkuHasa (KOK) 168
A09.05.044 Famma-rnyramuntpancdiepasa (ITT) 133
A09.05.045 Anbtha-amunaza 180
A08.05.046 Wenoyuxan tpoccparasa 133
A09.05.047 AHTUTPOMBUH I} 276
AD9.05.048 MnasmuHorex 636
AD9.05.050 DubpuHorex 200
A09.05.051.001 A-aumep 900
AD09.05.054 AHTHPETMKYNuHOBLIE aHTUTENa IgA, IgG (APA) 593
A09.05.054.001 AHTHTENA K AECMOCOMAaM KOXM 1381,00
A09.05.054.002 AHTUTEna x 6alanLHon Membpake Koxmu (AMB) 1 060,00
A09.05.054.003 WmmyHorno6ynuH E (IgE) 285
A09.05.054.004 WmmyHornoBynuu A (IgA) 171
A09.05.054.005 Wmmynorno6ynun M (IgM) 171
A09.05.054.006 WmmyHornobynuu G (1gG) 171
A09.05.056 WHcynuu 600
A09.05.056.001 WHcynuu nocne warpyaku (1 yac cnycra) 636
A09.05.056.004 MHcynun nocne Harpysku (2 4aca cnycra) 636
AD9.05.057 racTpun 877
A09.05.058 Napatropmon 386
A09.05.060 TpunoaTupoHuk obuimi (T3 oBugmi) 420




[ A09.05.081 TPHIAOATUPOHUH CBOBOANLIA (T3 CBOBO AN 420 T
A09.05.063 TupokcuH cBoGoaHbIn (T4 cB8060aHLIA) 420
A09.05.064.0 TUPOKCHH 0BwWmA (T4 o6wmi) 420
A09.05.065 TupeoTponHbLin .rnpmou (TTr) 420
A09.05.066.0 ComaroTponHbin FOPMOH pocra (CTT) 333
A09.05.067 Anpeunkopruxorponnuﬁ ropmon (AKTT) _ﬁ—;—sia__*——ﬁ
L A09.05.069.0 Anbaocrepon 842
A09.05.073 Anbal-anTurpuncun 550 ﬂ
A09.05.074 Uupkynupyiowme MMMYHHbLIE KOMNNEKChLI 723
AD9.05.075.001 C3 KomnomenT komnnemenTa T
A09.05.075.002 C4 KOMNOHeHT KomnnemenTa ﬂ 219
F A09.05.076 ®eppurin .
A09.05.077 Uepynonnasmun 550
A09,05.078 TecrocTepoH obumn R 5 T S i - an R
A09.05.078.004 TecTocTepon cuOGOAHLIA (Bkmiouaer onpegenenne TecTocTepona 780
oBuero u ceeGoaworo, FCNI (SHBG), pacuer uHaexca croBogmHLIX
@HOPOTEHOB)
A09.05.079 FanTorno6un 800
A09.05.080 Butamun B9 (donuenan kucnora) I
A09.05,082 OpUTPONDITUR e mep
A09.05.083 FNUKMPOBaHHLIA remornoGun Alc —‘—-——“550*——'_‘
A09.05.086 Nntui (Li) repanestuueckun s Kpoam 552
A09.05.087.0 Nponaktun I
A09.05.089.0 Anbda-detonporenn (ADH) N
A09.05.090 OBwwi Gera-XrY (quarnocTuka BepemenHocTy, OHKOMapKep) 238
AD9.05.097 THPOKCHH CBRaLIBAIOWaR CNOCOGHOCTL CLIBOPOTKK (T-uptake) 546
A09.05.102 ©pyKTo3aMMH . 286 ]
A09.05.106 CkpuHmMHr napanporenton o CbIBOPOTKE (MMMYHODMKCAUMSA) 1381,00
A09.05.106.001 Tunuposaxue napanporenna g CLIBOPOTKE KPOBM (C NOMOLILIO 2 396,00
MMMYHO(UKCAUMKN C NaHenbio AHTUCLIBOPOTOK IgG, IgA, IgM, kappa,
lambda)
A09.05.106.003 Cao6ogHbie nerkue uenu WMMyHornobynuios Kanna/nambna n 1436,00
CLIBOPOTKE KPOBM, C PAaCHETOM MHAGKCE
L N



A09.05.118.002

Asokago Igg, F96

A09.05.118.003

Awxawac IgE, F210

Wﬂﬂos Kucnoii ansdal-rnukonporenn (oposomykoua) [ 550 E-_]
A0S.05.117 TupeornoBynun T W
A09.05.118 Alternaria alternata, anneprokomnonent IgE (ImmunoCAP), m229 rAlt a1 _iW

AD9.05.118.001 ABpukoc IgE, F237 439

A09.05.118.004 Anenbcuu IgE, F33 449
AD9.05.118.005 BauaH IgE, F92 665
A09.05.118.006 Buworpag IgE, F259 T
AD9.05.118.007 Buwns IgE, F242 378
A09.05.118.008 MpedndipyT IgE, F209 366
AD9.05.118.009 Fpywa IgE, F94 705

679

A09.05.118.010 Abikn IgE, F87

A09.05.118.011 Wuxup IgE, F402 378

A09.05.118.012 Kusu IgE, F84 705

A09.05.118.013 Kny6Huka IgE, F44 695

A09.05.118.014 Koxoc IgE, F36 705

AD09.05.118.015 Numon IgE, F208 1307,00

A09.05.118.016 Mawnro IgE, F91 378

A09.05.118.017 Mepcwk IgE, F95 I T .
AD09.05.118.018 Cnuaa IgE, F255 402

A09,05.118.019 Xypma IgE, F301 378

A09.05.118.020 ABnoko IgE, F49 [ e
A09.05.118.021 Aroaw! (YepHuka, rony6uka, 6pycuuka) IgE, F288 T 386

A09.05.118.022 Mawupapun IgE 936

A09.05.118.023 Baknaxa IgE, F262 378

A09.05.118.024 Kanycra Gpokkonu IgE, F260 378 ==
A09.05.118.025 Kanycra 6pioccensckas Igg, F217 360




A09.05.118.026 Kanycra kouannan IgE, F216 705
A08.05.118.027 Kanycra ysernas IgE, F291 378
AD9.05.118.028 Kaprodens IgE, F35 679
A09,05.118.029 Nyk IgE, F48 D
A09.05.118.030 Mopkost IgE, F31 456
A09,05.118.031 Orypeuy IgE, F244 402
A09,05.118.032 Nepeu senenuin IgE, F263 378
A09.05.118,033 MNepey kpacHwIR (nanpuxa) IgE, F218 402
A09.05.118.034 Netpywka IgE, F86 378

A09.05.118.035 Cenbpgepen IgE, F85 378
A09.05.118.036 Cnapxa IgE, F261 366
AD9.05.118.037 Tomar IgE, F25 449
A09.05.118.038 TuikBa IgE, F225 402

A09.05.118.039 Wnuuar IgE, F214 378

A09.05.118.040 Bobbi coeable IgE, F14 333

A09.05.118.041 Fopowek senexwin IgE, F12 386

A09.05.118.042 HyT (typeuxui ropox) IgE, F309 402

A09.05.118.043 @acons 6enas IgE, F15 402

A09.05.118.044 Daconk 3eneHas IgE, F315 378

A09.05.118.045 Dacons kpacHan IgE, F287 402

A09.05.118.046 Yeuenuua IgE, F235 378

A09.05.118.047 Apaxuc IgE, F13 T w7

A09.05.118.048 Tpeukuii opex lqE, F256 695

A09.05.118.049 Kewsio IgE, F202 360

A09.05.118.050 Munpans IgE, F20 T W Ty

A0S.05.118.051 @ucrawkm IgE, F203 695

A09.05.118.052 DyHayk IgE, F17 449

A09.05.118.053 Bapanuna IgE, F88 591
A, ]




A09.05.118.054

Fosaguna IgE, F27

A09.05.118.055 WUnpeika IgE, F284 378
A09.05.118.056 KypuHoe msico IgE, F83 679
A09.05.118.057 Caununna IgE, F26 705
AD9.05.118.058 Anhﬁ:a-nanoanaﬁyuuu IgE, F76 455
A09.05.118.059 Bera-nakrorno6ynun IgE, F77 455
A09.05.118.060 Kazewu IgE, F78 455
A09.05.118.061 Monoko kunayeHoe IgE, F231 386
A09.05.118.062 Monoko koposbe IgE, F2 455
A09.05.118.063 Kosue monoko IgE 688
A09.05.118.064 CuiBopoTka monoyHas IgE, F236 665
AD9.05.118.065 Chip Tuna "Moynn” IgE, F82 a78
A09.05.118.066 Cuip Tuna "Yepnep” IgE, F81 386
A09.05.118.067 peGewok IgE, F338 378
A09.05.118.068 Kam6ana IgE, F254 378
A09.05.118.069 Kpab IgE, F23 386
A09.05.118.070 Kpesetku IgE, F24 456
A09.05.118.071 NoGcrep (omap) IgE, F80 829
A09.05.118.072 Nococe IgE, F41 - ers
A09.05.118.073 Muaus IgE, F37 705
A09.05.118.074 Cappauna IgE, F61 378
A09.05.118.075 CkymBpus IgE, F50 705
A09.05.118.076 Tpecka IgE, F3 | T as7 o
A08.05.118.077 TyHeu IgE, F40 378
A09.05.118.078 Ycrpuuel IgE, F290 378
A09.05.118.079 ®opent IgE, F204 705
A09.05.118.080 Banune IgE, F234 378
A09.05.118.081 lopuunua IgE, F88 378




A09.05.118.082 pubii (wamnuuLoub) IgE, F212 402
A09.05.118.083 Apoxckn nekapckue IgE, F45 705
A09.05.118,084 Apoxcki nueHbie IgE, F403 \‘;'¥_%ﬁ ]
A09.05.118.085 WMGBupL IgE, F270 N
A09.05.118.086 Kakao IgE, F93 705
A0S,05.118.087 Kappu (npunpasa) IgE, F281 366
A09.05,118.088 Kode IgE, F221 1ﬂl_ BT —
A09.05.118.088 KyrxyT IgE, F10 695
A09.05.118.090 NasposLii nuer IgE, F278 378
AD9.05.118.091 Macno nogconneunoe IgE, K84 ‘_‘F_—-—_
AD09.05.118,092 Msra IgE, F405 378
AD09.05.118.093 Mepey yepHbin IgE, F280 378
A09.05.118.094 Conog IgE, Fa0 705
A09.05.118.095 YecHox IgE, F47 705 T
A09.05.118.096 Wokonagp IgE, F105 386
AD9.05.118.097 DuHukn IgE, F2§9 378
A09.05.118.098 ARuo Kypunoe IgE, F245 -
A09.05.118.099 Benok suunui IgE, F1 .
AD9.05.118.100 HKentok AnyHLIA IgE, F75 455
A09.05.118.101 OBanu6ymuH IgE, F232 705
A09.05.118.102 Osomykomng IgE, F233 705
A08.05.118.103 Kneikosuua (rniotew) IgE, F79 446
A09.05.118.104 Myka rpeunesan IgE, F11 695
A09.05.118.105 Myka kykypyanas IgE, F8 338
A09.05.118.106 Myxa oBcsinas IgE, F7 906
A09.05.118.107 Myka nwenuunas IgE, F4 =5 457
A09.05.118.108 Myka pxawas IgE, F5 665
A09.05.118.109 Myxa sumennan IgE, F§ T 378




A09.05.118.110

Mpoco IgE, F55 378
A09.05.118.111 Puc IgE, F9 457
A09.05.118.112 Fony6e (nomer) IgE, E7 402
A09.05.118.113 F'yck (nepo) IgE, E70 705
A09.05.118.114 Kanapenka (nepo) IgE, E201 378
AD9.05.118.115 Ko3a (anurenun) IgE, ESD 402
A09.05.118.116 Koposa (nepxoti) IgE, E4 386
A09.05.118.117 Kowxa (anurenun) IgE, E1 439
A09.05.118.118 Kponuk (3m|1'en.uﬁ) IgE, E82 456
A09.05.118.119 Kpuica IgE, E87 705
A09.05.118.120 Kpuica (moua) IgE, E74 378
A09.05.118.121 Kpbica (anutenwi) IgE, E73 705
A09.05.118.122 Kypuua (nepo) IgE, E85 954
A09.05.118.123 Kypuua (npotennsi CbIBOPOTKM) IgE, E219 378
AD9.05.118.124 Nowaaw (nepxors) IgE, E3 456
A09.05.118.125 Mopckan ceuHKa (anutenwi) IgE, E& 705
A09.05.118.126 Mbws IgE, E88 378
A09.05.118.127 Osua (anurenui) IgE, E81 705
A09.05.118.128 Monyrai (nepo) IgE, E91 - 708
A09.05.118.129 Monyrai BonHucTLIA (nepo) IgE, ET8 695
A09.05.118.130 CeuHbA (anuTenun) IgE, E83 378
A09.05.118.131 Cobaka (nepxots) IgE, E5 455
A09.05.118.132 Cob6aka (anurenui) IgE, E2 456
AD9,05.118.133 ¥TKka (nepo) IgE, E86 378
A08.05.118.134 XoMmAK (anutenwi) IgE, E84 706
AD9.05.118.136 Akaumn (Acacia :r.pecies) IgE, T19 378
A09.05.118.136 Bepesa (Betula alba) IgE, T3 456
A09.05.118.137 Byk (Fagus grandifolia) IgE, T& 378




A09.05.118.138 Baz (Ulmus spp) IgE, T8 708
A09.05.118.139 Mpa6 obuikHoBenHL (Carpinus betulus) IgE, T209 378
A09.05.118.140 Ay6 Genwin (Quercus alba) IgE, T7 446
A09.05.118.141 Ay6 cmewannbii (Q. rubra, alba, valentina) IgE, T77 378
A09.05.118.142 Wea (Salix nigra) IgE, T12 378
A09.05.118.143 Knen acenenucrauin (Acer negundo) IgE, T1 378
A09.05.118.144 Newwuna oBuikHoBeHHan (Corylus avellana) IgE, T4 338
A09.05.118.145 Onbxa (Alnus incana) IgE, T2 456
A09.05.118.148 Fpeukui opex (Juglans regia) IgE, T10 378
A09.05.118.147 Nnavan (Platanus acerifolia) IgE, T11 402
A09.05.118.148 CocHa 6enas (Pinus silvestris) IgE, T16 705
AD9.05.118.149 Tonons (Populas spp) IgE, T14 705
A09.05.118.150 3skanunT (Eucaliptus globulus) IgE, T18 378
A09.05.118.151 FceHb amepumkanckui (Fraxinus americana) Igk, T15 378
A09.05.118.152 Nuna Ige 1 847,00
A09.05.118.153 AmBpoausn o6bikHoBeHHan (Ambrosia elatior) IgE, W1 333
A09.05.118.154 AMBpo3ns cmewannan (Heterocera spp.) IgE, W209 378
A09.05.118.155 Byxaphuk wepctuctui (Holcus lanatus) IgE, G13 378
A09.05.118.156 Exa cGopwas (Dactylis glomerata) IgE, G3 456
A09.05.118.157 Konocok aywmcreiit (Anthoxantum odoratum) IgE, G1 378
A09.05.118.158 Koctpey Gezoctem (Bromus inermis) IgE, G11 a78
A09.05.118.159 Kpanusa nnynomuan (Urtica dioica) IgE, W20 705
AD9.05.118.160 TNebena ceperowasn (Atriplex canescens) IgE, W75 402
A09.05.118.161 Ne6ena yeueanueoBpasuan (A. lentiformis) IgE, W15 705
A09.05.118.162 NucoxsocT nyrosow (Alopecurus pratensis) IgE, G186 1 306,00
A09,05.118.163 Mape Genasn (Chenopodium album) Igg, W10 705
A09.05.118.164 Matnuk nyroson (Poa pratensis) IgE, G& 853
A09.05.118.165 OBec kynbTUBUPOBaHHLIN (Avena sa(iva]'lgE, G14 386




A09.05.118.166 Oscsnmua nyronas (Festuca elatior) IgE, G4 ] o 705

A09.05.118.167 Opysanumk (Taraxacum officinale) IgE, W8 679
A09.05.118,168 MNopopoxHuk (Plantago lanceolata) IgE, W9 329
A09.05.118.169 MNonesuua (Agrostis alba) IgE, G9 366
AD9.05.118.170 MNoneikb ropskas (Artemisia absinthum) IgE, W5 378
A09.05.118.171 Monkite o6uikHoBennan (Artemisia vulgaris) IgE, Wé 333
A09.05.118.172 MocTenHuua nexkapcTeennan (P. officinalis) IgE, W19 333
AD9.05.118.173 MNuenmua (Triticum sativum) IgE, G15 N
A09.05.118.174 Poii kynbTusnposannas (Secale cereale) IgE, G12 333
A09.05.118.175 Mnesen mHoronertsui (Lolium perenne) IgE, G5 449
A09,05.118.176 Pomawka (HuBsnuk) (Ch, leucanthenum) IgE, W7 608
A09.05.118.177 Pbinbua kykypyanie (Zea mays) IgE, G202 ez

A09.05.118.178 Tumodpeeska (Phleum pratense) IgE, G6 333
AD9.05.118.179 Dukyc IgE, K81 402
A09.05.118.180 Nopconueunuk Ige 1229,00
A09.05.118.181 JomawHan neink TMN (Greer) IgE, h1 428
AD9.05.118.182 Homawkss neink (Holister) IgE, h2 536
A09.05.118.183 Mbinb NwexuyHoR MyKn IgE, K301 386
AD9.05.118.184 Knew-pepmarodar myunon (D, farinae) igg, D2 445
A09.05.118.185 Knew-pepmatodar nepunniii (D.pteronyssinus) IgE, D1 452
A09.05.118.186 Ipnbul poaa kawaupa (Candida albicans) Igg, M5 456
A09.05.118.187 n 14 rpub (Ch ium globosum) IgE, M208 386
A09.05.118.188 Mnecxesuin rpué (Aspergillus fumigatus) IgE, M3 KD i 456
A09.05.118.189 NMnecHesi rpub (Alternaria tenuis) IgE, M6 449
A09.05.118.190 Nneckeswin rpu (Cladosporium herbarum) IgE, m2 616
AD9.05.118.191 Mnecuesbii rpub (Penicillum notatum) IgE, m1 821
A09.056.118.192 3uTeporokcuu A (Staphylococcus aureus) Igk, 072 402

AD9.05.118.193 JHTepoTokenH B (Staphylococcus aureus) IgE, 073 378




A09.05.118.194 AHTMTENa K ackapuaam (Ascaris lumbricoides) IgE, P1 691
A09.05.118.195 NuymnHkk Anisakis (Anisakis Larvae) IgE, P4 705
A09.05.118.196 Komap (cem. Culicidae) IgE, 171 665
A09.05.118.197 Mont (cem. Tineidae) IgE, 18 364
A09.05.118.198 Mowkw kp A (Chi nus plumosus) IgE,I73 805
A09.05.118.199 Mypasen puikui (Solenopsis invicta) IgE, 170 378
A09.05.118.200 CneneHb (cem. Tabanidae) IgE, 1204 402
A09.05.118.201 Tapakau puikuin (Blatella germanica) IgE, 16 665
AD9.05.118.202 Wep (oca na ) (D. lata) IgE, 12 378
A09.05.118.203 An ocunuin (pog Vespula) IgE, 13 695
A09.05.118.204 An ocunbii (pop Polistes) IgE, 14 688
A09.05.118.205 Ap nuenwi (Apis mellifera) Igg, 1 338
A09.05.118.206 AsuTpomuumH IgE, C194 923
AD9.05,118.207 Amokcuumnnus IgE, C204 705
A09.05.118.208 Amnuuunnun IgE, C203 1 146,00
A09.05.118.209 Doxcuumkniun IgE, C62 919
A09.05.118.210 WHcynuH venoseueckun IgE, C73 I 503
A09.05.118.211 Hucratun IgE, C122 574
A09.05.118.212 Menuumnnuu G IgE, C1 386
A09.05.118.213 Mexuununnuu V IgE, C2 o 386
A09.05.118.214 @opmansaerna IgE, K80 378
A09.05.118.215 Uedypokcum IgE, C308 574
A09.05.118.216 Uunpognokcauux IgE, C108 919
£A09.05.118.217 Napayeramen IgE, C85 714
A09.05.118.218 AHanbrun IgE, C91 714
A09.05.118.219 W6ynpoden IgE, C78 714
A09.05.118.220 Auknodpenax IgE, C79 714
A09.05.118.221 Keronpoden IgE, C172 714




A09.05.118.222
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A09.05.118.223 Narexc IgE, K82 456

A09.05.118.224 Xnonok IgE, O1 378

A09.05.118.225 Wepcrs IgE, K20 705 ]
A09.05.118.226 Wenx IgE, K74 378

A09.05.118.227 Bepeaa, anneprokomnonent Bet v1, IgE 706

A09.05.118.228 Bepesa, anneprokomnonent Bet vd, IgE 781

A09.05.118.229 Monkikb, anneprokomnonent Art v1, IgE 885

A09.05.118.230 Tumodeenka nyrosas, anneprokomnouext Ph| P1, Phl p§, IgE 881

A09.05.118.231 Tumodbeeska nyropas, anneprokomnouent Phl p7, Phl p12, IgE 1 054,00

AD9.05.118.232 Kowka, anneprokomnouenr Fer d1, IgE 909
A09.05.118.233 19G4 k nnwenbim annepreHam (NUWeBsas HenepPeHoCUMMOCTL - 88 14 098,00
ANnepreHoB/MUKCTOR)
A09.05.118.234 Abpukoc IgG, F237 439
AD09.05.118.235 Asokapo IgG, F96 402
A09.05.118.236 AHanac IgG, F210 402
A09.05.118.237 Anenscui IgG, F33 449
A09.05.118.238 BawaH IgG, F92 665

A09.05.118.239

Bunorpag IgG, F259

A09.05.118,240

Buwwns IgG, F242

A09.05.118.241 Ipeandpyr IgG, F209 378
AD9.05.118.242 Mpywa IgG, F94 705
A09,05.118.243 Nbinn 1gG, F87 679
A09.05.118.244 Wrxmp 19G, F402 378
A09.05.118.245 Kueu IgG, F84 705
AD9.05.118.246 KnyGuuka IgG, F44 695
A09.05.118.247 Kokoc 1gG, F36 385
A09.05.118.248 Numon IgG, F208 378
A09.05.118.245 Mawro 1gG, F91 362




A09.05.118.250

Nepcuk IgG, FI5 705
A09.05.118.251 Cnusa IgG, F255 402
A09.05.118.252 Xypma IgG, F301 a7s
A09.05,118.253 A6noko IgG, F49 455
A09.05.118.254 Aroaui (YepHuka, rony6uka, Gpychuka) IgG, F288 386
A09.05.118.255 Baknaxau IgG, F262 378
A09.05.118.256 KanycTta 6pokkonu IgG, F260 378
A09.05.118.257 Kanycra 6pioccensckan IgG, F217 360
A09.05.118.258 KanycTa kouaunan IgG, F216 705
AD9.05.118.259 Kanycra usernan IgG, F291 378
A09.05.118.260 Kaptodens IgG, F35 679
A09.05.118.261 Nyk IgG, F48 386
AD9.05.118.262 Mopkoss IgG, F31 456
A09.05.118.263 Orypeu IgG, F244 402
A09.05.118.264 Nepeu 3enexsin IgG, F263 378
AD09.05.118.265 Nepeu kpackeii (nanpuxa) IgG, F218 402
AD9.05.118.266 Metpywka IgG, F86 378
A09.05.118.267 Cenbgepen IgG, F85 378
A09.05.118.268 Cnapxa IgG, F261 378
A09.05.118.269 Tomar IgG, F25 449
A09.05.118.270 Tuikea IgG, F225 456
A09.05.118.271 Wnuuar IgG, F214 378
A09.05.118.272 Bobbi coesbie IgG, F14 333
A09.05.118.273 Fopowex senensin IgG, F12 386
A09.05.118.274 HyT (Typeukmin ropox) IgG, F309 402
A09.05.118.275 ®acons 6enas IgG, F15 402
AD9.05.118.276 ®acons 3enenan IgG, F315 366
AD9.05.118.277 @acon, kpacHan IgG, F287 391




AD9.056.118.278

Yeuesuua IgG, F235 378
A09.05.118.279 Apaxwmc IgG, F13 457
A09.05.118.280 Mpeukwnii opex IgG, F256 695
A09.05.118.281 Kewsto IgG, F202 360
AD9.05.118.282 Munpans IgG, F20 695
A09.05.118.283 Ducrawsm IgG, F203 695
AD9.05.118.284 Dyuayk IgG, F17 449
A09.05.118.285 Bapawnuna IgG, F88 591
A09.05.118.286 Fosaguna IgG, F27 679
A09.05.118.287 Mupenka IgG, F 284 378
A09.,05.118.288 Kypwuhoe msico IgG, F83 679
A09.05.118.289 CauHuHa IgG, F26 705
A09.05.118.290 Anba-nakroansbymus IgG, F76 455
A09.05.118.291 Bera-nakrorno6ynuu IgG, F77 455
A09.05.118.292 Kazeuu 1gG, F78 455
A09.05.118.293 Monoxo kmnsiuenoe 1gG, F231 386
A09.05.118.294 Monoko koposse IgG, F2 455
A09.05.118.295 CuinopoTia monouuas IgG, F236 665
A09.05.118.296 Cuip Tvna “"Moyna™ 1gG, F82 378
AD9.05.118.297 Cuip Tuna "Yepgpnep" IgG, F81 386
AD9.05.118.298 Ipe6ewok IgG, F338 366
A09.05.118.299 Kambana IgG, F254 378
A09,05.118.300 Kpa6 IgG, F23 374
AD9.05.118.301 Kpesetku IgG, F24 456
A09.05.118.302 NoGcrep (omap) IgG, F80 829
A09.05.118.303 Nococs IgG, F41 679
A09.05.118.304 Muaua IgG, F37 705
A09.05,118.305 Capawna IgG, F61 332




A09.05.118.306

Ckym6pus IgG, F50 705
A09.05.118.307 Tpecka IgG, F3 457
A09.05.118.308 TyHey IgG, F40 378
A09.05.118.308 YcTpuue! IgG, F290 366
AD9.05.118.310 Dopens IgG, F204 705
A09.05.118.311 Bauuno IgG, F234 378
A09.05.118.312 lopuuua IgG, F83 332
AD9.05.118.313 Mpubei (wWamnuusoHel) IgG, F212 391
A09.05.118.314 Apoxoku nexkapckme IgG, F45 705
A09.05.118.315 Lpoxoxi nuBKbIe 1gG, FA03 705 |
A09.05.118.316 WmBupe 1gG, F270 455
A09.05.118.317 Kaxao IgG, F93 705
AD9.05.118.318 Kappu (npunpasa) IgG, F281 366
A09.05.118.319 Kodpe IgG, F221 705
A09.05.118.320 Kynxyr IgG, F10‘ 695
AD09.05.118.321 NasposLin nucr 1gG, F278 378
A09.05.118.322 Macne nogconHeunoe IgG, K84 705
A09.05.118.323 Msra IgG, F405 378
A09.05.118.324 Nepew yephuii IgG, F280 366
A09.05.118.325 Conop IgG, FS0 705
AD9.05.118.326 YecHox IgG, F47 705
A09.05.118.327 Wokonana IgG, F105 386
A09.06.118.328 ©ununkm IgG, F289 378
A09.05.118.329 Anuo kypunoe IgG, F245 679
A09.05.118.330 Benok smunbii IgG, F1 449
A09.05.118.331 Kentok amuHbIA IgG, F75 455
A09.05.118.332 Onank6ymun IgG, F232 705
A09.05.118.333 Osomykomna IgG, F233 705




A09.05.118.334 Kneikosuna (rnioTen) IgG, F79 446
A09.05.118.335 Myka rpeunesas 1gG, F11 695
A09.05.118.336 Myka kykypysnan IgG, F8 338
A09.05.118.337 Myka oBcsnan IgG, F7 705
A09.05.118.338 Myka nwennunas IgG, F4 457
A09.05.118.339 Myka paanas 1gG, F5 665 — =
AD9.05.118.340 Myka sumennas IgG, F6 378
A09.05.118.341 Npoco 1gG, F55 378
A09.05.118.342 Puc IgG, F9 457
A09.05.118.343 CTahMnoKoKKOBLIA IHTEepOTOKCMH TSST IgE (ImmunoCAP) m226 73
AD9.05.118.344 CTadunoKoKKOBI HTEpOTOKCHH B IgE {(ImmunoCAP), m81 T
A09.05.118.345 Cradunokokkoabin JHTepoToKCHH A IgE (ImmunoCAF), m80 73
A09.05.118.346 AnenscuH IgE (ImmunoCAP), £33 754
A09.05.118.347 KnyGuuka IgE (ImmunoCAP), f44 754
A09.05.118.348 Numon IgE (ImmunoCAP), 1208 754
A09.05.118.349 Abnoko IgE (ImmunoCAP), f49 754
A09.05.118.350 AGpukoc IgE (ImmunoCAP), f237 731
A09.05.118.351 ABokano IgE (ImmunoCAP), f96 708
A09.05.118.352 Aunanac IgE (ImmunoCAP), f210 731
AD9.05.118.353 Apbys IgE (ImmunoCAP), 329 731
A09.05.118.354 Bauaw IgE (ImmunoCAP), fe2 731
AD9.05.118.355 Bunorpap IgE (ImmunoCAP), {259 731
ADS.05.118.356 Buwnn IgE (ImmunoCAP), 242 731
A09.05.118.357 FpeAndpyT IgE (ImmunoCAP), 1209 708
A09.05.118.358 Tpywa IgE (ImmunoCAP), f34 731
A09.05.118.359 Aeinst IgE (IMmmunoCAP), 187 T
A09.05.118.360 Kusw IgE (ImmunoCAP), 184 731
A09.05,118.361 Manwuna IgE (ImmunoCAP), 1343 731
|




A09.05.118.362

Mawro IgE (ImmunoCAP), fa1 708
AD9.05.118.363 Mangapw IgE (ImmunoCAP), 1302 7
A09.05.118.364 Mepcuk IgE (ImmunoCAP), f95 ™
A09.05.118.365 CmopoaunHa kpacHas IgE (ImmunoCAP), 1322 707
A09.05.118.366 Kaprodens Ige (ImmunoCAP), f35 754
A09.05.118.367 Mopkoss IgE (ImmunoCAP), 131 806
A09.05.118.368 Tomartei IgE (ImmunoCAP), f25 754
A09.05.118.369 ThikBa IGE (ImmunoCAP), £225 754
AD09.05.118.370 Usernan kanycra IgE (ImmunoCAP), 1291 845
A09.05.118.371 Baknaxan IgE (ImmunoCAP), 1262 708
A09.05.118.372 Bpokkonu IgE (ImmunoCAP), f260 763
A09.05.118.373 Kanycra 6enokouannan IgE (ImmunoCAP), 216 731
A09,05.118.374 Ny IgE (ImmunoCAP), f48 731
AD9.05.118.375 Orypey IgE (ImmunoCAP), f244 731
A09.05.118.376 Nanpuka, cnankui nepey IgE (ImmunoCAP), f218 73
AD9.05.118.377 Nerpywxa IgE (ImmunoCAP), fg6 708
A09.05.118.378 Caxaphan ceexna IgE (ImmunoCAP), f227 708
A09.05.118.379 Cenwbaepen IgE (ImmunoCAP), 185 707
A09.05.118.380 Wnunar IgE (ImmunoCAP), 1214 708
A09.05.118.381 Cos IgE (ImmunoCAP), f14 754
A09.05.118.382 Fopox IgE (ImmunoCAP), f12 708
AD9.05.118.383 @acons Genas (Benbie 606b1) IgE (ImmunoCAP), f15 708
A09.05.118.384 Apaxwuc IgE (ImmunoCAP), f13 754
A09.05.118.385 peukun opex IgE (immunoCAP), f256 731
A09.05.118.386 Mwuraans IgE (ImmunoCAP), f20 731
A09.05.118.387 ®yHayk IgE (ImmunoCAP), f17 708
A09.05.118.388 lFosagwuna IgE (ImmunoCAP), 127 754
A09.05.118.389 Mraenka, maco IgE (ImmunoCAP), 1284 754




£09.05,118.390

Kypwua, msico IgE (ImmunoCAP), (83 754
AD9.05.118.391 CaunuHa IgE (ImmunoCAP), f26 754
A09.05,118.392 Bapauuna IgE (ImmunoCAP), 188 731
AD09.05.118.393 Msco kponuka IgE (ImmunoCAP), £213 708
A09.05.118.394 Koabe monoko IgE (ImmunoCAP), f300 754
AD9.05.118.395 Monoko IgE (ImmunoCAP), 2 845
A09.05.118.396 Monoko kunsiueHoe IgE (ImmunoCAP), f231 672
A09.05.118.397 Chip ¢ nneceHbio IgE (ImmunoCAP), f82 708
A09.05.118.398 Cuip Yennep IgE (ImmunoCAP), 181 708
A09.05.118.399 Nococs IgE (ImmunoCAP), 141 845
A08.05.118.400 Tpecka IgE (ImmunoCAP), 13 672
A09.05.118.401 @opens IgE (ImmunoCAP), f204 754
A09.05.118.402 Kpeserka IgE (ImmunoCAP), f24 731
AD9.05.118.403 Kankmap IgE (ImmunoCAP), f258 707
A09.05.118.404 Kpa6 IgE (ImmunoCAP), f23 708
A09.05.118.405 Cunas muams IgE (ImmunoCAP), £37 708
A09.05.118.406 Tyweu IgE (ImmunoCAP), f40 708
A09.05.118.407 Apoxiku nekapckme IgE (ImmunoCAP), f45 754
AD09.05.118.408 Kakao IgE (immunoCAP), f33 754
A09.05.118.409 Kodpe, sepna IgE (ImmunoCAP), 221 754
A09.05.118.410 Banune IgE (ImmunoCAP), f234 708
A09.05.118.411 puBbi (WaMnuHLoHLI) IgE (ImmunoCAP), f212 ™
A08.05.118.412 KyHxyT IgE (ImmunoCAP), {10 708
A09.05.118.413 Cemena maxa IgE (ImmunoCAP), 224 708
A09.05.118.414 Yan IgE (ImmunoCAP), f222 731
A09.05.118.415 YecHok IgE (ImmunoCAP), 147 731
AD9.05.118.416 HenartuH Kop ( an o E441) IgE (ImmunoCAP), c74 731
A09.05.118.417 FAnunbii Genok IgE (ImmunoCAP), f1 845




A09.05.118.418

AN4HbLIA XenTok IgE (ImmunoCAP), 75 845
AD9.05.118.419 Auuo IgE (ImmunoCAF), 1245 845
AD9.05.118.420 FmoTeH (kneikosuHa) IgE (ImmunoCAP), f79 845
A09.05.118.421 Fpeunxa, rpeynwHan myka Ige (ImmunoCAP), f11 754
A09.05.118.422 Osec, oBcaHas myka IgE (ImmunoCAP), f7 754
AD9,05.118.423 Nuwennua IgE (ImmunoCAP), f4 845
A09.05.118.424 Puc IgE (ImmunoCAP), f9 754
AD0S.05.118.425 Pox IgE (ImmunoCAP), pxanan MyKa, f5 672
A09.05.118.426 Noaconueunuk IgE (ImmunoCAP), w204 708
A09.05.118.427 Kykypyaa IgE (ImmunoCAP), f8 IET
A09.05.118.428 Npoco noceaHoe (nwewno) IgE (ImmunoCAP), f55 708
A09.05.118.429 Aumens IgE (ImmunoCAP), 6 731
A09.05.118.430 Kowka, nepxors IgE (ImmunoCAP), e1 883
A09.05.118.431 Kypuua, nepos IgE (ImmunoCAP), e85 754
AD9.05.118.432 Nonyrai, nepus IgE (ImmunoCAP), e213 754
A09.05.118.433 Cobaka, nepxots IgE (ImmunoCAP), e5 845
AD9.05.118.434 Nowapae, nepxors IgE (ImmunoCAP), e3 740
A09.05.118.435 Kponuk, anutenui IgE (ImmunoCAP), e82 708
A09.05.118.436 Mopckan cenHka, anuTenua IgE (ImmunoCAP), e6 764
A09.05.118.437 OBua, anutenun IgE (ImmunoCAP), e81 754
A09.05.118.438 Xom#K, anuTenui IgE (ImmunoCAP), e84 754
AD09.05.118.439 Bepesa Gopopasuaras IgE (ImmunoCAP), t3 845
A09.05.118.440 Wsa Genas IgE (ImmunoCAP), t12 845
AD9.05.118.441 Newmna obbikHoBenkas IgE (ImmunoCAP), t4 845
AD9.056.118.442 Nuna IgE (ImmunoCAP), 1208 845
A09.05.118.443 Onixa cepan IgE (ImmunoCAP), t2 845
A09.05.118.444 Tonone IgE (ImmunoCAP), t14 754
A09.05.118.445 AmBpo3una Buicokas IgE (ImmunoCAP), w1 754




A09.05.118.446 Exa c6opnas IgE (ImmunoCAP), g3 754
A09.05.118.447 TNucoxsocT nyroson IgE (ImmunoCAP), g16 845
A0S.05.118.448 MaTnuk nyrogoi IgE (ImmunoCAP), g8 754
A09.05.118.449 Oncanuua nyrosas IgE (ImmunoCAP), g4 754
A09.05.118.450 OpyBaHumk IgE (ImmunoCAP), w8 754
A09.05.118.451 MNonkie IgE (ImmunoCAP), wé 754
AD09.05.118.501 Cobaka, anneprokomnonent IgE (ImmunoCAP), e221 nCan 3 197700
A09.05.118.452 Pomawka IgE (ImmunoCAP), w206 754
A09.05.118.502 Bepesa, anneprokomnonent IgE {ImmunoCAP), t215 rBet v1 PR-10 1977,00
A09.05.118.453 Tumodheeska nyrosas IgE (ImmunoCAP), g6 845
A09.05.118.503 Bepeaa, anneprokoMnoHeHT IgE (ImmunoCAP), t221 rBet v2, rBet v4 1977,00
A09.05.118.504 Monbikb, aNNeProKOMNOHEHT IgE (ImmunoCAP), w231 nArt v1 1977,00
A09.05.118.456 Aomawuns nuine (Holister) IgE (ImmunoCAP), h2 754
A09.05.118.505 Tumodpeeska nyrosas, anneprokOMNoOHeHT IgE (ImmunoCAP), g213 rPhi 1977,00
p1, rPhl p5b
A09.05.118.457 Knew pomawken noinm D. pteronyssinus IgE {ImmunoCAP), d1 845
A09.05.118.506 Tumoteeska nyrosas, anneprokomnonenT IgE (ImmunoCAP), g214 rPhl 1 977,00
p7. rPhl p12
A09.05.118.458 Knew pomawned nbinm D farinae IgE (ImmunoCAP), d2 845
A09.05.118.507 MNonuixe, anneprokomnonenT IgE (ImmunoCAP), w233 nArt v3 1977,00
A09.05.118.459 Komap IgE (ImmunoCAP), i71 754
A09.05.118.460 Monb IgE (ImmunoCAP), i8 708
A09.05.118.461 MoTkink IgE (ImmunoCAP), i73 708
A09.05.118.462 Tapakau puixui (npycak) IgE (ImmunoCAP), i6 764
A09.05.118.463 AR ocbl 06LIKHOBEHHON IQE (ImmunoCAP), i3 708
A09.05.118.464 An ocbl naTHUCTOR IGE (IMmunoCAP), i2 806
A09.05.118.465 An nuenst meaosocHon IGE (ImmunoCAP), i1 708
A09.05.118.466 An wepwns IgE (ImmunoCAP), i75 708
A09.05.118.467 ®opmansaerng (hopmanuu) IgE (ImmunoCAP), k80 FEd|
A09.05.118.468 Narexc IgE (ImmunoCAP), k82 731




A09.06.118.469

(ImmunoCAP), €204 nBos d6 (BSA)

Nennuunnuud G IgE (ImmunoCAP), c1 845
~ A09.05.118.470 Nenuuunnun V IgE (ImmunoCAP), c2 o 845
A09.05.118.471 Xnopr I.gE ( CAP), c8 754
A09.05.118.472 Anu3akmnaa IgE (ImmunoCAP), p4 708
A09.05.118.473 Ackapuaa IgE (ImmunoCAP), p1 731
A09.05.118.474 MNnecHesbin rpnb (Penicillum notatum) IgE (ImmunoCAP), m1 739
A09.05.118.475 NnecHesbin rpub (Cladosporium herbarum) IgE (ImmunoCAP), m2 739
A09.05.118.476 ApoxoxeBbie rpubobl poaa Malassezia IgE (ImmunoCAP), m227 706
A09.05.118.477 Mnecuesbin rpub (Alternaria alternata) IgE (ImmunoCAP), mé 73
AD9.05.118.478 Mnecuewin rpud (Aspergillus fumigatus) IgE (ImmunoCAP), m3 785
A09.05.118.479 Ipubk! pona kaHauaa (Candida albicans) IgE (ImmunoCAP), m5 785
A09.05.118.480 Anbga-naktansbymuH, anneprokomnonent IgE (ImmunoCAP), f76 nBos 1977,00
d4
A09.05.118.481 Bera-naktornobynun, anneprokomnonenT IgE (ImmunoCAP), f77 nBos 1977,00
d5
A09.05.118.482 Ka3seun, kopoBbe Monoko, anneprokomnoneHT IgE (ImmunoCAP), f78 1977,00
nBos d8
A09.05.118.483 OsaneBbymuH siiua, anneproxoMnoHenT IgE (ImmunoCAP), f232 nGal d2 1977,00
A09.05.118.484 OBomMykoua siAua, anneprokoMnoHeHT nGal d1 Igk (ImmunoCAP), f233 1977,00
AD9.05.118.485 Nusoumnm arua, anneprokomnonenT IgE (ImmunoCAP), k208 nGal d4 1977,00
A09.05.118.486 KoHanbByMuH siLa, anneprokomMnoneHT IgE (ImmunoCAP), f323 nGal d3 1977,00
A09.05.118.487 Con (G. max), anneprokomnoseHT IgE (ImmunoCAP), {353 rGly m4PR-10 1977,00
A09.05.118.488 Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f423 rAra h2 1977,00
A09.05.118.489 Apaxuc, anneprokomnonenT IgE (ImmunoCAP), f424 rAra h3 1 977,00
A09.05.118.490 Apaxuc, anneprokomnoHenT IgE (ImmunoCAP), 427 rAra h9 1 977,00
A09.05.118.491 Kapn, anneprokomnouenT IgE (ImmunoCAP), f355 rCyp c1 1977,00
A09.05.118.492 Omera-5 FnnagnK nwennybl, anneprokomnonenT IgE (ImmunoCAP), 1416 1977,00
rTria19
A09.05.118.493 TpPONOMMO3UH KPEBETOK, anneprokoMnoHeHT IgE (ImmunoCAP), f351 rPen 1977,00
al
A09.05.118.494 Apaxuc, anneprokomnoHenT IgE (ImmunoCAP), f352 rAra h8 1977,00
A09,05.118.495 Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f422 rAra h1 1977,00 B
A09.05.118.496 BbI4MA CLIBOPOTO4HLIA anuLBymun, anneprokomnoHenT IgE 1977,00




A09.05.118.497

Kowka, anneprokomnonent IgE (ImmunoCAP), e94 rFel d1 1977,00
A09.05.118.498 Kowka, anneprokomnonenr IgE (ImmunoCAP), €220 (rFel d2) 1977,00
AD9.05.118.499 Co6axa, anneprokoMnoHeHT IgE (ImmunoCAP), e101 rCan f1 1 977,00
A09.05.119.0 Kanbuutonunx 699
A09.05.121 PeHunH 1117,00
A09.05.122 AKTWBHOCTL aHTMOTEHIWH-NpeBp 0 (hepmenTa (ACE) 1748,00
A09.05.124 KaTexonamuHb! Kposu (aapeHanuH, HOpanpeHanuH, fodamux) u 2 263,00
CEpPOTOHWH
A09.05.124.001 Katexonamuhbl kposm (appeHanuu, HOpanpeHanuu, nodamun), 2 468,00
CEPOTOHWH M MX METABONMUTLI B MOYE (BAHWNMNMMHAANLHAN KUCNOTa,
FOMOBAHMAMHOBAR KUCIIOTA, 5-rMAPOKCUMHAONYKCYCHAR KUCNOTa)
A09.05.125 Mpotenn C 1676,00
A08.05.126 MpoTenn S 1 800,00
A09.05.127 Maruui 143
A09.05.129 KenuHbie KUCnoTb 483
A09.05.130.004 MpocTatocneunduyeckuin anTuren (NCA) oBbwmi 286
A09.05.130.005 NpouenT ceoboakoro MCA (06wmi NCA, ceoGoaHLIA NCA n 557
COOTHOWEHKE)
A09.05.131 NioTenunnsnpyiowmi ropmon (Nr) 420
A09.05.132 DONMUKYNOCTUMYIMPYIOLMI TOPMOH (®Cr) 420
A09.05.135 Koptuaon 456
A09.05.139.0 Tapokcunporectepos (17-OH-nporectepon) 480
A09.05.146 AHApOCTEHAMOH 550
A09.05.147 AHAPOCTEHAWON MKOKYPOHWUA 857
A09.05.149 DernapoannanapocTepon cynuat (Ar3A-cynuar) 252
A09.05.150 AurnaporecroctepoH 1 020,00
A09.05.153 Mporectepou 420
A09.05.154.0 Acrpaamon (E2) 420
A09.05.154.001 JCTpOreH ! B KPORM (ICTPAAMON, ICTPOH M ICTPUON) 1469,00
AD9.05.157 JcTpuon ceoboaHLIn 221
A09.05.159 Nentun 780
A09.05.160.0 FnoBynus, ceAa3L WHUA NONOBLIE Of 1 (FCNTr, SHBG) 420




AD9.05.161.0 ACCOUMMPOBAHHDLIN C GEPEIACHHOCTLIO npoteun A (PAPP-A) 112300
A09.05.173 Nunaia 204
A09.05,174 XonuHacTepasa 140
A09.05.175 Kucnas cpocparasza 180
A09.05.177 Kpeatunkunasa-MB 384
A09.05.180 A p cKan 172
A09.05.193 TPONoHUH | ynLTpauyBCTBHTENLHLIA 605
A09.05.195 PaKkoBo-aMBpuoHanuHLii anTured (PIA) 333
A09.05.200 Auturen CA 72-4 572
A08.05.201 AnTured CA 19-9 576
A09.05.202 AxTurex CA 125 576
A09.05.203 WHrubun B 1186,00

A09.05.204.002 BCR-ABLp230 t(9;22), kon. 4 882,00
A09.05.205.001 C-nentug 600
A09.05.205.002 C-nenTua nocne Harpyskw (1 vyac cnycrs) 636
AD09.05.205.003 C-nenTup nocne Harpyakm (2 yaca cnycrs) 636
A09.05.206 Kanbuui MOHM3MpOBaHHLIA 354
AD9.05.207 MonouHan kucnorta (naktar) 333
A09.05.209 MpoKanbUMTOHWUH 1572,00
A09.05.210 MakponponakTus (BKKYAET ONPeACNEHUE NPONAKTUHA W BUONOIMYECKM 550
AKTMBHOrO NPONAKTHHA)
A09.05.214 FomoumcrenH 1016,00
A09.05.219 Benok S-100 1414,00
A09.05.220 Auturen thakTopa Bunne6pauaa 813
A09.05.224 OcTeokanbuux 616
A09.05.225 AHTMMIONNEepos ropmoH (AMI, AMH, MiS) 1 150,00
A09.05.227 XpomorpanuH A CgA 2 106,00
A09.05.230 Uucratun C 707
A09.05.231 AxTHren CA 15-3 429




N

A09.05.232

AuTureH CA 242

688
A09.05.234 303MHOPUNLHLIN KATUOHHLIA Fenox (ECP) 900
ADS.05.235.01 25-OH BuTtamu D, UXTA, cymmapHLIA (xansuwndepon) 1 400,00
A09.05.235.02 KoMNNeKkcHbIA aHanu3 KpoBM Ha BUTaMUHLI rpynnbl D (25-OH D2/ 25-0H 5 698,00
D3/ 1,25-0OH D3/ 24,25-OH D3)
A09.05,235.03 25-OH Butamun D, B3XKX MC, cy PHBIA (Kanbuudepon) 1 605,00
A09.05.235.04 1,25-4UrHAPOKCHXONEKANLUMDCPOn BUTaMuH D3 1419,00
A09.05.235.05 25-ruapoKcHaprokansundepon sutammn D2 2 589,00
A09.05.235.06 25-ruppoKcuxonekansuwdepon Butamun D3 1453,00
A09.05.241 Ania-2 makpornoBynuu 388
ADS.05.242.001 KOMNNEeKCHLIM aHAaNU3 KPOBM Ha HANKMYMe TSKENBLIX METANIOB U 2812,00
MUKpoanemeHToB 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn,
Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb)
AD09.05.242.002 Harpuit B kpoaw, cnexTpomeTpun (Na) 769
A09.05.242.003 Marxui B8 KpoBu, cnekTpomeTpusi (Mg) 769
A09.05.242.004 Kanwi 8 kxpoawm, cnektpometpus (K) 769
A09.05.242.005 Kanbuui 8 kposu, cnekrpometpun (Ca) 769
A09.05.242.006 Xeneao B kpoaw, cnexrpomeTpus (Fe) 769
AD9.05.243 Tpuntasa 2947,00
A09.05.245 BeTaz2-Mukpornobynuu o 609
A09.05.246 Heapou-cneundgmeckan eHonasa (NSE) 750
A09.05.247 ®parmMeHT uMToKepaTuHa 19 (Cyfra 21-1) 856
AD9.05.249 MnauexTapHsii nakTores 534
A03.05.250 Anonunonporemt A1 — i | 360
AD9.05.251 Anonunonpoteds B 360
A09.05.256 Hatpuitypetuueckuin nentun B (BNP) 1572,00
A09.05.264.001 Onpeaenenne Omera-3 uHgekca (OUCHKA PUCKa BHEIANHOW CEPAEHHON 4 006,00
CMEepPTH, MHAPKTA MMOKAPAA W IPYTMX CEPABYHO-COCYANCTHIX
3abonesanun)
A09.05.265.001 Bop B kpoBw, cnexkrpomerpun (B) 769
A09.05.266.001 AMOMUHWIA B KPOBM, CnekTpomeTpus (Al) 552
A09.05.267.001 Kpemhuit B KpoB#, cnektpomeTpua (Si) 769
A08.05,268.001 TuTaH B KpoBK, cnexTpomerpus (Ti) 552




A09.05.269.001

Xpom B KpoBM, cnexTpomeTpus (Cr) 764
A09.05.270.001 Mapraxeu s kposu, cnekTpomeTpus (Mn) 769
A09.05.271.001 KoBaneT B kpoBw, cnekrpometpus (Co) 769
AD9.05.272.001 Hukenw B kposw, cnexrpometpus (Ni) 552
A09.05.273 Meas 384
A09.05.273.001 Meak B kposm, cnektpomeTpusn (Cu) 769
A09.05.274 Usnk 276
A09.05.274.001 UWHK B KpoBw, cnexTpomeTpus (Zn) 769
A09.05.275.001 MbiwbsAK B KPOBK, CNEKTpomeTpUs (As) 769
A09.05.276.001 Cenen B KpoBK, cnekTpomeTpus (Se) 769
A09.05.277.001 Monu6aen B kpoBw, cnekrpomeTpus (Mo) 769
AD09.05.278.001 Kagmuit B kpoBm, cnekTpomeTpus (Cd) 764
AD09.05.279.001 CypuMa B KpOBM, CieKTpoMeTpuA (Sb) 552
A09.05.280.001 PTyTk B KpoBM, cnekTpomeTpun (Hg) 769
A09.05.281.001 CauHey B KpoBM, cnekTpomeTpus (Pb) 552
A09.05.297 C-KOHueBbIe TenonenTabl Konnareua | Tuna (Beta-Cross laps) 406
A09.05.298 AHTUreH NNOCKOKNETOUHOM KapuMHoMLl (SCCA) 772
AD09.05.300 Onyxonesbif mapkep HE 4 960
AD9,07.007 Koptuaon B cnione (3akntouenne spaya KNA no MCCNEA0BATENLCKOMY 692
oTyety)
A09.07.009 TectocTepon cBOGOAHLIA B crioHe (3aknioyenue apada KNA no 906
MCCNeaoBaTeNLCKOMY OTHETY)
A09.19.001 Wccneposanmne Kana Ha CKpLITYIO KPOBL 143
A09.19.001.001 HMccnepoBanme kana Ha TPaHCGEPPUH U TeMOTNOGUH 745
A0%.19.010 MNaukpearuueckan anacrasa 1 8 kane 1706,00
A09.19.012 Copepxanue yrnesosoB B Kane (B T.4. naxkrosa) 381
A09.19.013 Kanbnpotextu (B kane) 1492,00
A09.19.014 Onyxonesas nupysatkunasa Tu M2 (s kane) 1950,00
A09.20.004 FeHeTM4ECKMA PUCK OCNOKHEHWI BEPeMEHHOCTH M NaTonormm nnoaa, 12 2 314,00
noxasavenen*
A09.20.004.001 FeHeTM4ECKNA PICK HAapYWeHWA CUCTEMbI CBEPThIBaHMA (F2, F5, F7, FGB, 1981,00

F13A1, SERPINE1, ITGAZ2, ITGB3 - 8 Touex)*




A09.20.004.002

NakeT «PUCKN BO3HMKHOBEHMA CEPACYHO-COCYANCTLIX 3abonesaHmin 4 525,00
(PUCK HapyuWeHUn CBEPTLIBAHUA KPOBM U TMNEPTOHUM, (PONATHLIA LUKN),
21 nokazartens”
A09.20.006 FeHeTnyeckan NpeapacnonoXeHHOCTL K TMNEPTOHUM, 9 nokasarenen” 2791,00
A09.21.008 Buoxumuueckoe uccneposanue Inkynata (Lutpar, @pykroaa, Lumk) 1 208,00
A09.28.003.001 Mukpoans6ymMuH B pasoBow NOPUMK MOYU (ANLOYMUH-KPEATUHMHOBOE 216
COOTHOWEHME)

A09.28.003.002 OBuwwuit 6enoK CyToOYHOW MOUKn 150

A09.28.003.003 MukpoanLBbymuH B CyTOUHOW Moue 191
A09.28.006 KpeatmHnn moun 123
A09.28.009 MoueBuHa moumn 123
AD9.28.010 MouyeBas KWCNOTa CYTOUHON MOYKU 129
A09.28.011 MOKO3a B PalOBOA NOPUKUK MOYU 156

A09.28.011.001 [NoKo3a CYyTOYHOW MOYM 163
A09.28.012 Kanbuui o6wmnin moun 260
A09.28.014 Harpwuia, kanwi, xnop cyTouHon mouw (Na/K/Cl) 129
A09.28.018 OnpeaeneHne XMMMYECKOro COCTana MOYCHBOTO KOHKpemenTa (MK- 2 667,00

cnekTpomeTpus)
AD9.28.026 Dochop HEOPraHWYECKUN CYTOUHOW MOYM 210
AD9.28.027 Anuda-amunasa moum (anacrasa) 181
A09.28.028 Crkpununr Genka Benc-[LKOHCa B paloBoin mMoue (MMMyHOUKCaUnA) 774

A09.28.030.001 MMmyHOUKCaunn Genka BeHc-[KOHCa C NaHeNbLI0 aHTUCLIBOPOTOK 1810,00

A09.28.034.001 O6wme meTaHepprHLl U HOP hpUHLI MOYM 1900,00

A09.28.034.002 CeoGogHbie meTaHepuHbl M HOpMeTaHedpPHHbI MOYM 1 900,00

A09.28.034.003 KatexonamuHbl MOU# (aAPEHANWH, HOpaapeHanui, Aodamun) 1 810,00

A09.28.034.004 Kate 1l MOYM (aAPEHANWUH, HOpaap , Ao ) nux 3 674,00

MeTabonuThb! (BaHUNUNMUHAANLHAR KMCNOTA, FOMOBAHWNWHOBAR
KUCMOTa, 5-rMPOKCUNHAONYKCYCHAN KWUCNOTa)

A09.28.034.005 MeTabonuTbl 3CTPOreHoB 1 MX COOTHOWEHWE B PA30BOW NOPLMM MOUN 5 828,00
A09.28.035 Koptuaon moun’ 557
AD9.28.040 MeTaBonuTi! KATEXONAMUHOR B MOYE (BAHUNUNMUHIANLHAA KUCNOTA, 1 783,00

rOMOBaHWNIMHOBAA KACNOTA, 5-rMAPOKCHMHAONYKCYCHaN KMCnoTa)
A09.28.054 Cneuundr4ecknin aHTUreH paka mo4esoro nyseipa (UBC) B moye 1095,00
A09.28.065 CKPMHUHT B MOYE rpynn HapkoTU4ecKkux (kaHHabunomaos, kokawHa, MOMA 1715,00
(aKcTaam), meTanona, meTamdeTaMMHOR, ONUATOR) U NCUXO0AKTUBHBLIX
BewecTs (ampetamunon, 6apburyparon, 6enzoauaienuHos,
A09.28.055.001 BhicokocneunduyHoe BLIABNEHME B MOYE HAPKOTMYECKUX BEWECTH, 257200

MAB, HHKOTUHA, KOTUHMHA W ANKOTONs, € UX TOUHON MAEHTUDUKaUMER




[ Ao9.28.053.004 Ankoront. & move I s )
A09.28.060.001 KomnnekcHbin aHanua Moun wa nanmune TAKENLIX METANNOB 1 2311,00
MuWkpoanemenTos. 23 noxkasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn,
Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb)
A09.28.060.002 Nutuia 8 Move, cnekTpomeTpms (Li) 721
AD9.28.060.003 Hatpuii B move, cnekTpomerpus (Na) 5§52
A09.28.060.004 Maruui 8 moue, cnexTpomerpun (Mg) 552
A09.28.060.005 Kanui 8 move, cnektpometpus (K) 552
A09.28.060.006 Kanbuwi B move, cnekTpomeTpua (Ca) 552
A09,28.060.007 Xene3o 8 move, cnexkTpomerpus (Fe) 634
A09.28.061.001 CauHey B moue, cnekTpomeTtpus (Pb) 721
A09.28.064 AesokeunupuauHonux (DPD) moum 1962,00
A09.28.065 Wopa B moue, cnexTpomeTpus (1) 1288,00
A09.28.070.001 Bop 8 Moue, cnekrpomeTpus (B) 721
A09.28.071.001 AnoMUHIA B MOve, cnexTpomeTpus (Al) 721
A09.28.072.001 Kpemuuit 8 move, cnexkTpomeTpus (Si) 721
A09.28.073.001 TuTan B Moue, cnekTpomerpun (Ti) e 721
A09.28.074.001 Xpom B move, cnekTpomeTpumsa (Cr) 721
A09.28.075.001 Mapraney B Moue,cnekTpomeTpus (Mn) 721
AD9.28.076.001 KoBaneT B move, cnextpomeTtpus (Co) 721
B A09.28.077.001 Hukens 8 moue, cnektpomerpun (Ni) 721
A09.28.078.001 Mens, cyTouHas akckpeums, (Cu) 716
A09.28.079.001 Unkk B Move, cnekTpomeTpus (Zn) 721
A09.28.080.001 Mbiwbak 8 Moye, cnekTpomeTpun (As) 721
A09.28.081.001 CeneH B moue, cnekTpomeTpus (Se) 721
A09.28.082.001 Monu6aen B moue, cnexkTpomeTpus (Mo) 721
AD9.28.083.001 Kapmuit 8 moue, cnektpomerpus (Cd) 721
A09.28.084.001 Cypbma B Moue, cnekTpomeTpus (Sh) 721
A09.28.085.001 PTyTe 8 Move, cnekrpomeTpus (Hg) 7z1
A09.28.087 Onp yposns peccum resa PCA3 (Mpocra - Tecr) 5 116,00

]




A12.06.001

CO3 (BeHOo3Han KPOBL) 156
A12.05.001.002 CO3 (kanunnspuan kposw) 198
A12.05.005 Fpynna kposu + Pesyc-cakrop 356
A12.05.007.004 Onpegenenue Kell anturena (K) 550
A12.05.007.005 Onpepnenexune HanNM4mA aHTUIeHOB IPUTPOLMTOB C, ¢, E, e, CW, K n k 787
A12.05.010.001 FeHotunuposanne HLA-CwB npu ncopuaie 2 588,00
A12.05.010.002 AHTHUIeH CUCTEMbI TMCTOCOBMECTUMOCTI HLA B51 1957,00
A12.05.010.003 Tunupopauue HLA DQ2/DQS npu uennakun 4 377,00
A12.05.010.004 AHTUreH CUCTeMLI rTMCTOCOBMecTUMOCTH HLA B27 1 238,00
A12.05.010.005 AHTUreHbI CUCTeMbI rucTocoBmecTumocTn HLA Il knace, 4 890,00
reHoTunuposanue (nokyce: DRB1, DQA1, DQB1)
A12.05.010.006 Komnnexc «lenor P cynpy. A Napisl NO aHTUreHam 7 318,00
rmer TMMOCTH HLA |1 K
A12.05.010.007 AHTHIEHBI CUCTEMbI TMCTOCOBMECTUMOCTH HLA Il knacc: nokyc DRB1 2 069,00
A12.05.010.008 AHTUreHbl CUCTEMBLI TMCTOCOBMECTUMOCTH HLA Il knace: noxkyc DQA1 2074,00
A12.05.010.009 AHTWreHbI CHCTEMBI rMCTOCOBMECTUMOCTH HLA Il knacc: nokyc DQB1 2072,00
A12.05.011 TlaTeHTHanA Kene3ocsA3bLIBaOWAR CNOCOGHOCTL CLIBOPOTKH (nXCC) 167
A12.05.012.003 3nekTpodopes remornobuHa ANA AMArHOCTMKM remorno6uHonaTHi 2 015,00
A12.05.019 Koadpep T Hack TpaHcgepprHa Keneiom (BKNoYaer 540
p wenesa u JDKCC)
A12.05.018.01 O6men keneaa (keneso, IKCC, OXCC, koaththuyMeHT HacbiweHns 550
TpaHcteppuHa xenesom)
A12.05.024 KpuornoBynuHb: 930
A12.05.028.1 TpombunoBoe Bpems 171
A12.05.039 AYTB 200
A12.05.039.001 Koarynorpamma, CKpuHMHr 560
A12.05.043 BONYaHOUHLIA AHTUKOAryNaHT 476
A12.05.082 FeHeTHyeCKan NPeAPACNONOKEHHOCTL K 6oneann Ansureimepa 3823,00
(Bexo3Han kposs; APOE E2/E3/E4; 3aknioucHue Bpaya - naboparopuoro
rEHETHKA N0 MCCNCAOBATENLCKOMY OTHETY)
A12.05.098 len peuentopa D, ppuim 283 A>G (Bsml) 609
A12.05.108 WHTepneinkun-8 1379,00
A12.05.109 WuTepnenkun-10 1379,00
A12.05.110 TpopobnacTuueckuin 6eta-1-rnukonporenn (TET) 234




A12.05.123

PeTUKyNnouuTL! (BeHO3HaA KPOBbL) 192
A12.06.001.001 WmmyHorpamma ckpuhmnr (CD3, CD19, CD16/66. Bkniovaet aHanu3 kposm 1429,00
¢ neAkounTapHon opmynon)
A12.06.001.003 CokpaueHHas navens CD4/CD8 (BKNIO4AeT KMTMHWYECKUA aHANKU3 KPOBK 1238,00
¢ neakouuTapHon chopmynon (5DIFF))
A12.06.001.009 KneTku namaTtin m HansHbie CD4 nuMpOounTLI M MX COOTHOWEHWE 3 031,00
(CD3/CD4/45R0+, CD3/CD4/45RA+, nnaexc 46RO+/45RA+. Brniovaer
aHanu3 KPOBM € NEAKOLUMTAPHOA hopMynow)
A12.06.007 Antutena IgG k S-6enky kopoHasupyca SARS-CoV-2 (BexTop-BecT, 550
Poccun)
A12.06.007.001 Aututena IgM k S- n N-6enkam koponasupyca SARS-CoV-2 (MDA, 550
Poccua), nonykonuy.
A12.06.007.002 Aututena IgG k RBD aomeny S 1 Genka koponasmpyca SARS-Cov2 550
(Abbott, CLUA, pe3ynbTaT Ha aHrNUACKOM W PYCCKOM A3LIKAX), KONWY.
A12.06.007.003 AnTutena IgG k RBD pomeny S 1 6enka koponanupyca SARS-Cov2 550
(Abbott, CLUA), konuu.
A12.06.009 AHTMTENa K 6azanuHon memBpane knyBouka (EMK) 953
A12.06.010 AHTHHYKNEapHbIA (HAKTOP Ha KNeTOUHOW NiuHuKu HEp-2 (AH®) 857
A12.06.010.001 AHTUTENA K AACPHBLIM aHTUreHam (ANA) 587
A12.06.010.002 AHTMTENA NPYU NONUMKMO3UTE, UMMYHOBNOT (Mi-2, Ku, Pm-Scl100, Pm- 2 667,00
Scl75, SPR, Ro-52, Jo-1, PL-7, PL-12, EJ, 0J)
A12.06.010.003 PassepHyToe cep uyeckoe obecnegosarue npu nonumuoauTe (AH® 3334,00
Ha Hep-2 knetkax, ENA-CKp1H, WMMyHOBNOT ayToaHTUTeN NpW
nonumuosnTe)
A12.06.010.004 AHTUTENA NPN CHCTEMHOR CKNepoaepmuu (ummyHoBnoT): Scl-70, CENP 2627,00
A, CENP B, RP11, RP155, Fibrillarin, NORS0, Th/To, Pm-Scl100, Pm-Sci75,
Ku, PDGFR, Ro-52 (SSA-A 52 k[la)
A12.06.010.005 3MW-B-TecT-6 (aHTnTena k ds-[HK, Geta2-rnukonpoTtenty 1, Fc-1g, 2 020,00 B
KonnareHy, uHTepdepory ankda, UHTEPhepoHy ramma)
A12.06.010.006 ANU-ADC-XIY-TecT-6 (aHTuTena k XMY, 6era2-rnukonporenny 1, Fe-lg, ds 1 805,00
NIHK, konnareHy, cymmapHbie K hoconunngam)
A12.06.010.007 3NK-N-Komnnekc-12 2 318,00
A12.06.010.008 3NU-Bucuyepo-TecT-24 (aHTutena Kk 24 aHTUIeHaM OCHOBHLIX OPraHos u 5 045,00
CHUCTEM Yenoseka)
A12.06.010.009 AHTMTENa K ABycnupansHon AHK (vathanon, a-dsDNA) 553
A12.06.010.010 AHTMTENa K ogHocnupaniHon [JHK (a-ssDNA) 714
A12.06.013 AHTMTENA Kk TpomBoyuTam, knacca IgG 1 429,00
A12.06.014 AHTHTENA K NPOTPOMOUHY, CyMMapHLie 788
A12.06.016 Autuctpentonusuu-0 (ACNO) 214
A12.06.016 AHTWTena k mukonna3sme (Mycoplasma hominis), IgA 456
A12.06.016.001 AnTuTEna K mukonnaame (Mycoplasma hominis), IgG 456
A12.06.016.002 AHTUTENA K MUKONNaime (Mycoplasma pneumaoniae), IgA 456
A12.06.016.003 AnTuTena K ypeannasme (Ureaplasma urealyticum), IgA 396
A12.06.016.004 AntuTena Kk ypeanna3me (Ureaplasma urealyticum), IgG 396




A12.06.016.005

AnTuTena k Tpuxomonage (Trichomonas vaginalis), 1gG. 420
A12.06.016.006 AuTuTENna K MUKOBaKTepuam TyBepkyneaa (Mycobacterium tuberculosis), 295
CYMMapHLIe
A12.06.017 AHTuTEna K TUpeornoGynuHy (AHTK-TT) 516
A12.06.019 PeamaTouaHbIn dakTop (PD) 238
A12.06.020 AHTWTENA K OCTPOBKOBLIM KneTkam (ICA) 1020,00
A12.06.021 AHTUTENA K MUENUHY 1229,00
A12.06.023 AHTUTENa K Muokapay (Mio) 876
A12.06.024 AHTUTENA K aHTUreHaM NeueHU, MUMMYHOBNOT (K 2 459,00
nupyBaTaermaporeHasHomy komnnekcy(AMA-M2), MukpocoMam nevesn u
novex (LKM-1), untozonbHomy antureny Tuna 1 (LC-1), pactaopumomy
A12.06.025 AHTMTENA K CKENeTHbLIM Mbiuam (ACM) 1 010,00
A12.06.026 A 1a K nap H KneTkam xenyaka (AMKK) 857
A12.06.027 AHTMTENA K aHTMIreHaM IPUTPOLMTOR, CYMMapHLIE (B T.M. K Rh-gaxropy, 432
Kpome AT no cucteme ABO) c onpenenenuem Turpa
A12.06.028 AHTUCNEpManLHbIE aHTUTENa 815
A12.06.028 AHTUTENA K Kap MUKy (cy pHBIE) 714
A12.06.029.001 AHTMTENA K Kapauonunuxy, IgA 14886,00
A12.06.029.002 AHTUTENA K Kapauonunuuy, lgM 584
A12.06.029.003 AxTHTENa K KapanonunuHy, IgG 488
A12.06.030.004 Anturena k ochonunupam (kapanonunuuy, octharuauncepuny, 741
thocpatnaunuuosuTony, hochaTMaMNoBOR KUCNOTE), CyMMapPHbIe
A12.06.030.005 AxTuTena knacca IgM k hoconunuaam (kapauonunumy, 633
thochaTuauncepuny, poctharuaunuHosutony, hocgaTuaunonon
Kkucnore) ‘
A12.06.030.006 Antutena knacca IgG k poconunuaam (kapamonununy, 633
doch puHy, hochaTua 3utony, chochaTmannoson
Kucnore)

A12.06.035 AuTuTENa K MUTOXOHAPUAM (AMA-M2), IgG 857
A12.06.036 AHTUTENA K MUKPOCOMANLHOM pakumy nevern u novex (anti-LKM) 857
A12.06.036.001 AHTUTENA K aHTUIEHAM NeYeHn, MMMYHOBNOT pacwupenHLIA (aHTUTENa K 2938,00

SLA/LP, LC1, LKM1, PDC-AMA-M2, M2-3E, Sp100, PML, gp210, SSA/Ro-
§2), IgG
A12.06.037 AHTUHERTPOUNLHLIE UMTONNAZMaTUYECKUe aHTuTena, IgG (ANCA), 960
Combi 6 (k npoTenHa3e 3, naktoeppuny, Muenonepokcuaase, Inacrase,
KkarencuHy G, GaktepuumnaHomy Genky, NoBLIWAIOWEMY NPOHULEEMOCThL
A12.06.037.001 AHTMTENA K UMTONNA3ME HENTPOGUNOR (C YKAZaHUEM TUNA CBEYEHMS - 1129,00
UMTONNA3MaTUHECKMWA UKW NepuHykneapHbid, UAHLA, nAHLA), IgG
A12.06.039 AHTUTENA K MHCYNUHY (IAA) 657
A12.06.043 AuTutena no cucteme ABO 907
A12.06.045 AHTMTENA K MMKPOCOMANLHOW THpeonepokcuaase (AHtu-TMNO) 516
A12.06.046 AHTUTENA K PeuenTopam TMPeoTPoNHOro ropmona (AT pTTr) 1337,00




A12.06.051

AxTMTENa K DeTa2-rNUKONpPoTEnHY 762
A12,06.051.001 AHTWTENa K GeTa-2-rnukonpotenHy, IgM 878
A12.06.051.002 AxTHTena Kk 6era-2-rnukonporeunHy, IgG 894
A12.06.052 AHTHTENA K UMKNWYECKOMY UnTpynnurosomy nentuay (ACCP, anti-CCP) 810
A12.06.055 AHTUTENA K rnuaauHy, IgA 443
A12.06.055.001 AHTUTENA K rnnaguny, lgG 443
A12.06.055.002 AHTUTENA K Ae3AMUHUPOBAHHLIM NENTUAAM ankda-rnuaguna IgA (AAT) 729
A12.06.055.003 AHTUTENA K 4e3aMUHUPOBAHHLIM NENTHAaM ankha-rnuaguna IgG (AAT) 729
A12.06.056 AHTHMTENA K T TpaHcrny e, IgA 714
A12.06.056.001 AHTUTENA K TKAHEBOW TPaucrnyTamuHase, IgG 714
A12.06.060 Butamun B12 (unankoGanammn) 480
A12.06.061 AHTUTENA K IKCTPArnpyemMomy fIEPHOMY aHTUreHy, Kau. 762
A12.06.062 AHTHTENA K UMTPYNNUHUPOBAHHOMY BUMEHTHHY (aHTW-MCV) 857
A12.06.063 AHTHKepaTUHOBLIE anTuTena (AKA) 1238,00
A12.06.064 AHTMTENA K rnyTamatHomy peuentopy NMDA-tuna 1824,00
A12.06.065 AHTUTENA K aHHekcuHy V knacca IgM 1 000,00
A12.06.065.001 AuTMTENna k aHHekcuHy V knacca IgG 1 000,00
A12.06.066 AHTHTENA K JHAOMK3NIO, IgA (ADA) 1095,00
A12.06.071 AHTHOBapnansHbie avtutena (AOA) 857
A12.06.073 ®akTop Hekpo3a onyxonu (PHO-anbga) 953
A12.06.074 AHTUTENA K AUETMNXONWMHOBLIM peuenTtopam (AXP) 2 667,00
A12.09.010 OGuMiA aHanu3 MOKPOTLI 191
A12.19.006 MUKPOCKONUHECKOR MCCNEAOBAHUE OTANAEMOr0 NPAMOA KNULIKK 191
A12.20.001 Muxp YecKoe uccnep oTA ro Bnaranuuia 191
A12.21.003 Muxkp uccnesc cekpera NpeacTaTensbHoM Kenedo! 191
A12,21.004 MuMKpOCKONMUECKoe MCCNEAOBAHNE MA3IKa-0TNEYaTKa roNnoBkk NONOBOro 191
unexa
A12.21.005 Mukp wnc e cexpera NpeacTaTeNnsHON Kenelik! 8 191
Moue
A12.28.002 MNpo6a Pebepra - 360




A12.28.015 MuKpOCKONUYeCKoe McCneaoBanue OTALNAEMOr0 ypeTps 191

A12.30.002 AML1-ETO - t(8;21), kau. 4 141,00
A12.30.012.005 WmmyHorpamma pacwupennan (CD3, CD3/4, CD3/8, CD19, CD16/56, 2743,00

CD3/16/56, CD3/HLA-DR, CD3/25, CD3/95, CD3/4/95, CD3/8/95, CD3/8/38,
T-no YHOPerynaTopHeLii uiaekc.Bknovaer
A12.30.012.006 WMmmyHorpamma 6asosan (CD3, CD3/4, CD3/8, CD19, CD16/56, CD3/16/56, 2 477,00
CD3/HLA-DR, nefkountapHo-T-N® nuaekc, MMMYHOPETrYNATOPHLIA
nHAekc, BKNIOYaeT aHanua KPoBM C NeRKoUMTapHOR opmynon)

A12.30.012.007 ®arotecTt 1 318,00
A12.30.012.013 BakrepuunaHas akTuBHOCTL Kposu (BURST) 3 048,00
A12,30.014 MNpotpombun (Bpemn, no Keuky, MHO) 200

A26.01.006.001 AHK Bupyca Bap na-3octep (Varicella-Zoster virus) 258

A26.01.011 MUKPOCKONMYECKOE MCCNEA0BAHME BOMOC HA HANKWMWE NATOTEHHLIX 191

rpuBoB, CKPUHWHT

A26.01.015 MUKpOCKONMYECKOE MCCNEAOBAHME COCKOBOR KOXM Ha Hanu4Yne 191

NaToreHHbIX rPMBoB, CKPUHMHT

A26.01.017 Wccneposanwe cockoba Ha auTepobuos 143

A26.01.018 Mukpockonuyeckoe uccnegosanue na flemoaexc (Demodex) 191

A26.01.023 MNoces Ha rpubei (Bo3ByanTenn mukoson) (Ges unbenencunn 811

YYBCTBUTENBHOCTH K AHTUMMKOTHKAM)

A26.01.024 OHK Bupyca npocrore repneca | Tuna (Herpes simplex virus 1) 284
A26.01.024.001 AHK Bupyca npoctoro repneca Il Tuna (Herpes simplex virus 1) 280
A26.01.024.002 AHK supyca npocToro repneca | Tuna (Herpes simplex virus 1), 307

KONMUYECTBEHHO
A26.01.024.003 AHK Bupyca npoctoro repneca | u Il Tunon (Herpes simplex virus | u 11} 280
A26.01.025 AHK supyca npocTtoro repneca Il tuna (Herpes simplex virus 1), 307
KONMYECTBEHHO
A26.01.026.001 AHK cTpenTokokkos (Streptococcus species) 560
A26.01.033 Mukpock ueckoe (OBAHWE HOTTEBbLIX NNACTUHOK Ha Hanuunue 191
NaToreHHbIX rpUBOB, CKPUHWHT
A26.02.001.001 Noces Ha MUKPOGNOPY OTAENAEMOrO APYrvUX OPraHOB W TKAHEH C 1100,00
onpeseneHnem YyBCTBUTENLHOCTH K OCHOBHOMY CNeKTpy aHTubuoTukos,
B T.4. KaHAMAa
A26.02.001.002 Noces Ha MMKPOGNOPY OTAENAEMOrO APYrMX OPraHoOB W TKAHEN C 1489,00
onpefeneHuemM YyBCTBUTENLHOCTH K PACIIMPEHHOMY CNeKTpy
aHTMBMOTHKOB, B T.4. KaHaMAaa
A26.02.001.003 Moces Ha MMKPOMhNOPY OTAENAEMOro APYruX OPraHol U TKaHe# 1192,00
onpegeneHnem YyBCTBUTENLHOCTH K OCHOBHOMY CNeKTpy aHTBHoTHKoB
v Gakrepnodiaram, B T.4. Kananaa
A26.02.001.004 Moces Ha MUKPOMNOPY OTAENAEMOrO APYrMX OPraHoB U TKaHe# C 1530,00
onpeaenexHnem HyBCTBUTENLHOCTH K PACIUMPEHHOMY CIEKTPY
aHTUBMOTUKOB W DakTepuodharam, B T.4. KaHaMaa
A26.05.001 Moces KPOBM Ha CTEPUNBLHOCTL C ONPEAENEHUEM YYBCTBUTENLHOCTH K 1888,00
AHTMBMOTHKAM (KaUeCTBEHHOE ONPEAENEeHUE Hanu4us
MUKPOOPraHUu3IMOB)
A26.05.011.001 AHK supyca 3nwrenna-Bapp (Epstein-Barr virus), kponis, kau. 320
A26.05.011.002 [HK supycos rpynnii repneca (EBV, CMV, HHV6) kposb, konuu. 920
AZ26.05.013.001 OHK Tokconna3mbi (Toxoplasma gondii), KpoBb, Kau. 302




A26.05.017.001

AHK untomeranoeupyca (Cytomegalovirus), kpoBs, kau. 298
A26.05.017.002 AHK uuTomeranosupyca (Cytomegalovirus), KPOBbL, KONHY, 356
A26.05.019.001 PHK Bupyca renatura C, kpoBb, kau. 600
A26.05.019.002 PHK Bupyca renatura C, kpoBb, Konuy, 2 381,00
A26.05.020.001 AOHK Bupyca renatura B, kpoBsb, Kay. 409
A26.05.020.002 AHK Bupyca renatuta B, KpoBb, KONy, 2 000,00
AZ26.05.020.003 AHK BrB, renorun (A,B,C,D) kpoBb, kau. 100200
A26.05.021.001 PHK BWMM | Tuna, kposb, Konuy. 4 144,00
A26.05.021.002 PHK BMY | Tuna, kposb, kau, 13987,00
A26.05.023.001 PHK Bupyca renatura D, kpoBhb, kay. 642

A26.05.024 AHK supyca repneca Vil tuna (Human Herpes virus VII) 505
A26.05.024.001 AHK Bupyca repneca VIl Tuna (Human Herpes virus VII), kposs, kau. 536
A26.05.026.001 PHK Bupyca renatura G, kposb, kau. 503
A26.05.030.001 PHK Bupyca renatura A, KpOoBb, Kay. 589
A26.05.032.002 AHK napeoeupyca B18 (Parvovirus B19), kpoBw, konuu, 582
A26.05.033.001 AHK supyca repneca VI Tuna (Human Herpes virus V1), kpoBb, Kau. 320
A26.05.033.002 AHK Bupyca repneca VI tuna (Human Herpes virus VI), kpoBb, Konuy. 27
A26.05.035.001 AHK Bupyca npocToro repneca |, Il tuna (Herpes simplex virus |, Iy, 309

KPOBb, Kau.
A26.05.037.001 AHK nucTepuum (Listeria monocytogenes), KpoBb, kay. 238
A26.05.039.001 PHK supyca kpacHyxu (Rubella virus), kpoBb, kau. 566
A26.05.042.001 AHK Bupyca Bapnuenna-3octep (Varicella-Zoster virus), kposb, ka, 330
A26.05.047.001 AHK mukoGakrepnm TyGepkynesa (Mycobacterium tuberculosis), kpoas, 378
Kau,
A26.05.053 NUP-auarHocTika knewessix uHgekuni Boabyautenei Goppennosa 1415,00
(Borrelia burgdorferi), monouutapuoro apnuxuosa (Ehrlichia chaffeensis)
W aHannaimosa (Anaplasma phagocytophilum), KpoBb, kau.

A26.06.005 AHTHTEna k AaeHosupycy (Adenoviridae), IgM 524
A26.06.005.001 Antutena k ApeHosupycy (Adenoviridae), IgA 524
A26.06.005.002 AHTuTena k Agerosupycy (Adenoviridae), 1gG 524
A26.06.011.001 AnTMTENa K Goppenusm (Borrelia burgdorferi), igh 333
A26.06.011.002 AutuTena k Goppenusm (Borrelia burgdorferi), IgG 333




A26.06.011.003

|AHTuTENa Kk Boppenusam (Borrelia), IgM (nmmyHoBnoT) 1872,00
A26.06.011.004 AuTUTena K Goppenuam (Berrelia), IgG (nmmyHo6noT) 2092,00
A26.06,012 AHTuTena k 6pyuenne (Brucella), IgA 420
A26.06.012.001 AnTuTena k 6pyuenne (Brucella ), IgG 420
A26.06.014 AHTuTena K kanguge (Candida albicans), IgM 456
A26.06.014.001 AnTuTena k kanauae (Candida albicans), IgA 456
A26.06.014.002 AHTuTEna k kauamupe (Candida albicans), IgG 456
A26.06.016.0 AnTuTena k xnamuaodune (Chlamydophila pneumoniae), IgM 456
A26.06.016.1 AxTutena k xnamugochune (Chlamydophila pneumoniae), IgA 456
A26.06.016.2 AunTuTena K xnamuaopune (Chlamydophila pneumoniae), IgG 4586
A26.06.018.001 AHTUTENE K XNamuauu (Chlamydia trachomatis), IgA 458
A26.06.018.004 AHTHTEna K xnamuaum (Chlamydia trachomatis), Igm 456
A26.06.018.003 AnTuTena k xnammaun (Chlamydia trachomatis), IgG 458
A26.06.019 AHTuTena k supycy Kokcakm (Coxsackievirus), IgM 1407,00
A26.06.022.004 AHTHTENa K UMTOMEranoBMpycy {Cytomegalovirus), IgM 319
A26.06.022.003 AsuanocTs IgG K umTomeranosupycy (Cytomegalovirus) (skniouaeTt 445
onpeaeneHue aHTuTen K yuutomeranosupycy, 1gG)
A26.06.024 AHTUTENa K 3XMHOKOKKam (Echinococcus granulosus), IgG 457
A26.06.026 AHTMTENa k amebe au3eHTepuitHon (Entamoeba histolytica), IgG 685
A26.06.028 AHTMTENA K BUpYCY 3nwrenna-Bapp (Epstein-Barr virus), IgM 2212,00
(ummyHoBNOT)
A26.06.028.001 AnTuUTENna K Bupycy 3nwreana-Bapp (Epstein-Barr virus), IgG 1745,00
(MmmyHoBnoT)
A26.06.029.001 AHTHTENa K KANCUAHOMY AHTUreHy BUpyCa 3nwrenna-Bapp (Epstein-Barr 329
virus VCA), IigMm
A26.06.029.002 AHTMTENA K KANCMAHOMY aHTUreHy Bupyca 3nwTerna-Bapp (Epstein-Barr 331
virus VCA), IgG
A26.06.030 AHTUTENA K paHHEMY aHTUreHy Bupyca dnwreidna-Gapp (Epstein-Barr 472
virus EA), IgG
A26.06.031 AHTUTENA K AfEPHOMY aHTHIeHy Bupyca dnwrenna-Gapp (Epstein-Barr 377
virus EBNA), IgG
A26.06.032 AHTMTENA K NIAMB, (Lamblia i inalis), cymmapHbie 456
A26.06.032.001 AnxTtutena k namGnuam (Lamblia intestinalis), lgM 456
A26.06.033.001 AnTurena k xenukoGakTepy (Helicobacter pylori), IgA 476
A26.06.034.001 AHTMTENa K BUpYCY renatuTta A, IgM (Anti-HAV IgM) 381




AZ26.06.034.002 AHTUTENa Kk BUPYCY renatuTa A, IgG (Anti-HAV IgG) 381
AZ26.06.035 AxTured HBe Bupyca renatura B (HbeAg) 385
A26.06.036.001 MOBEPXHOCTHLIM aHTUreH BUpyCca renatuTa B (ascTpanuickui aHTureH, 176
HbsAg)
A26.06.036.002 NoBEpXHOCTHLIA aHTUreH BUPYCa renaTuTa B (aBcTpanuitckui anTureH, 800
HbsAg), konuuecTeeHHo
A26.06.038 Antutena k HBe-anTureny supyca renatuta B, cymmapHbie (Anti-HBe) 333
A26.06.039 AHTUTENA K iAePHOMY (COr) aHTUreHy Bupyca renatuta B, cy P 286
(Anti-HBcor)
A26.06.039.001 AHTMTENA K AAEPHOMY (COT) aHTUreHy supyca renatuTa B, IgM (Anti- 381
HBcor IgM)

A26.06.040.002 AHTUTENA K NOBEPXHOCTHOMY AHTUrEHy BUpyca renaTuta B (Anti-HBs) 210
A26.06.041 AHTHTENa K BUPYCY renatura C, cym. (Anti-HCV) 266
A26.06.042 AnTuTena x Bupycy renarura C, IgM (Anti-HCV IgM) 238

A26.06.043.001 AnTuTena k Bupycy renarura D, IgM (Anti-HDV IgM) 381

A26.06.043.002 AHTUTENa K BUpYCY renatuta D, cymmapHbie (Anti-HDV) 381

A26.06.044.001 AHTUTENa K BUpycy renatura E, IgM (Anti-HEV IgM) 381

A26.06.044.002 AHTMTENa K BUpPYCY renatura E, IgG (Anti-HEV IgG) 381

A26.06.045.001 AHTUTENA K BUpYCY npocToro repneca | Tuna (Herpes simplex virus 1), 1gG 429

A26,06.045.002 A 13 K BUPYCY NPOCTOro rep Il Tuna (Herpes simplex virus 1), 429

IgG
A26.06.045.004 AHTUTENa K BUPYCY NpocToro repneca |, Il Tunos (Herpes simplex virus |, 456
1), igMm
A26.06.045.005 AHTWTENa K BUpYCY npocToro repneca | tuna (Herpes simplex virus 1), IgM 497
A26.06.045.006 AHTUTENa Kk Bupycy npoctoro repneca Il Tuna (Herpes simplex virus 1), 457
IgMm
A26.06.046 AnTuTena k supycy npoctoro repneca |, Il Tanos (Herpes simplex virus |, 456
1), IgG
A25.06.046.003 AsuanocTh IgG K BUpYycy npocToro repneca |, Il Tunon (Herpes simplex 460
virus |, Il) (Bknioyaer onpeaenesue aHTMTEN K BUPYCY NPOCTOro repneca |,
Il Tunos, IgG)
A26.06.047 AHTMTENA K BUPYCY npocToro repneca |, Il Twnos (Herpes simplex virus |, 1371,00
1), IgM (nmmyHoBnoT)

A26.06.047.001 AHTWTENa K BUpYCy repneca VIl tuna (Human herpes virus Vi), IgG 381

A26.06.048 AHTHUTENA K BUpYCY npocToro repneca |, Il tunos (Herpes simplex virus |, 1373,00
1), 19G (ummyHobnor)

A26.06.049.001 BUWM (anTuTena u anTurenii) 840
A26.06.051 AnTHTENa K Nnermodennam (Legionella pneumophila), cymmaphuie 503
A26.06.053 AHTHTENa K nerwmannm (Leishmania infantum), cymmaptbie 497

A26.06.056.001 AnTuTEna K Bupycy kopw, 1gG 381




A26.06.057

AnTutena k mukonnasme (Mycoplasma pneumoniae), IgM 456

AZ6.06.057.001 AHTUTENA K MMKONNaime (Mycoplasma pneumoniae), IgG 456
A26.06.062 AHTMTENa kx onucTopxam (Opisthorchis felineus), IgM 472

A26.06.062.004 Antutena k onuctopxam (Opisthorchis felineus), IgG 552
A26.06.063 UWK, copepkawme anTurers) onuctopxon 426

A26.06.063.001 AHTHTENa K NapBoBUpYcY (Parvovirus) B19, 1gG 596

A26.06.063.002 AnTtuTena Kk napsosmpycy (Parvovirus) B19, IgM 599
A26.06.067 AuTuTena K p PaTOPHO-CHHLMTI HOMY Bupycy (RSV) IgG 1074,00

A26.06.067.001 AHTHTENA K PECNUPaTOPHO-CUHUUTHANLHOMY BHpyCy (RSV) IigM 1074,00

A26.06.071.001 AHTUTENA K BUPYCY KpacHyxw, IgG 286

A26.06.071.002 AHTWUTENA K BUPYCY KpacHyxw, IgM 324

A26.06.071.003 ABMAHOCTL IgG K BMPYCY KPACHYXM (BKNIOYAET ONPEACNEHNE anTnTen K 860

BUPYCY KpacHyxw, igG)

A26.06.071.004 AHTHTENa K BUPYCY KpacHyx#, IgG (MmmyHoBnoT) 2618,00
A26.06.073 AHTWTEna k cansmonennam (Salmonella) A, B, C1, C2, D, E 446
A26.06.077 AnTUTena K Vi-antureny sobyautens 6prownoro Tudpa (Salmonelia typhi) 418
A26.06.079 AHTUTENa K TpMxuHennawm (Trichinella spiralis), IgG 381
A26.06.080 AnTuTena k Tokcokapam (Toxocara canis), IgG 381
A26.06.081 AHTUTena k Tokconnaime (Toxoplasma gondii), IgA 300

A26.06.081.001 AnTtuTena k Tokconnaime (Toxoplasma gondii), IgG 248

A26.06.081.004 AHTUTEna k Tokconnaame (Toxoplasma gondii), IgM 379

A26.06.081.003 ABuaHocTs IgG k Tokconnasme (Toxoplasma gondii) (Bkniovaer 508

onpeaeneHwue aHTUTEN K Tokconnasme, IgG)

A26.06.082.001 Mwukpopeakuws Ha cumunuc kasecTsenHo (RPR) 167

A26.06.082.002 iy 13 K 6. Tper (T.pallidum),cym. 238

A26.06.082.003 Peakuua naccuBHOW remarrnioTuHaumm Ha cudunuc (PMCA), 504

Ka4ecTHeHHO
A26.06.084 Antutena k supycy Bapuuenna-3ocrep (Varicella-Zoster), IgA 1018,00

A26.06.084.001 AHTUTENA K BUpyCy Bapuuenna-3ocTep (Varicella-Zoster), IgG 429

A26.06.084.002 Antntena k supycy Bapuuenna-3ocrep (Varicella-Zoster), IgM 500
A26.06.087 AHTMTENA K aHTMrenam T-nuMpoTPonHLIX BUpycos (HTLV) 1 1 2 Tunoa 847




N

A26.06.088.001

AHTUTENa K BUPYCY KNewesoro 3Huedanura, IgM 476
AZ26.06.088.002 AHTUTENA K BUPYCY KNewensoro sHuepanuTa, IgG 476
A26.06.093 AHTUTENa K uepcuinam (Yersinia enterocolitica), IgA; 1gG 622
A26.06.094 AHTUTENa K BOIGYAUTENHO nceanoTyBepkynesa (Yersinia 434
pseudotuberculosis), PMFA, tutp
A26.06.098 AnTtutena Kk wurennam (Shigella flexneri I-V, Shigella sonnei) 77
A26.06.102 AHTUTENA K BO36YAMTENAM KOKITIOWA W napakokniowa (Bordetella 761
pertussis, Bordetella parapertussis), cymmapHbie (POrA)
ruonyxonnqec*rnunno
A26.06.103 AHTUTENA K KOKNIOWHOMY TOKCUHY, IgA 622
A26.06.103.001 AHTWTENa K KOKMIOWHOMY TOKCHHY, IgG 770
A26.06.104 AxTuTENa K BOIGYAMTENIO ANGTEPUI (Corynebacterium diphtheriae) 840
A26.06.105 AnTuTena k Bo3byautento cronbunka (Clostridium tetani) 524
AZ26.06.109 AnTuTena K menuHrokokky (Neisseria meningitidis) 933
A26.06.112.001 AHTUTENA K BUPYCY 3NWAEMUYECKOro napoTuTa, IgG 348
A26.06.112.002 AHTUTENA K BUPYCY INMABMUHECKOrO NnapoTuTa, IgM 381
A26.06.120 AuTUTENa K KnoHopxam (Clonorchis sinensis), IgG 536
A26.06.121 AnTuTena k ackapuaam (Ascaris lumbricoides), IgG 572
A26.06.122 AHTHTENa K UMCTULEPKaM CBMHOIO uenws (Taenia solium), IgG 344
A26.06.123 AHTMTENA K yrpuuam Kuweunbim (Strongyloides stercoralis), IgG 572
A26.06.124 AnTHTENa K wKcTocomam (Schistosoma mansoni), IgG 494
A26.06.125 AHTUTENA K NEYEHOYHBLIM COCanLuMKkam (Fasciola hepatica), IgG 567
A26.06.138 TB-@epon Tect (IGRA- TecT, AuarHocTuka Ty6epkyneaa) 3 944,00
A26.08.001 Noces Ha andirepuitnyio nanoyky (Corynebacterium diphtheriae, BL) 1120,00
A26.08.005 Nocen na mukpotnopy otaensemoro NNOP-opraHos ¢ onpeaeneHem 1028,00
UYBCTBUTESILHOCTH K OCHOBHOMY CNEKTPY aHTMBMOTHKOR, B T.4. KaHAWAA
A26.08.005.001 Mocen Ha mukpognopy otaensiemoro NIOP-opranos ¢ onpeaenexnem 1274,00
“YYBCTBUTESIBHOCTH K OCHOBHOMY CNEKTPY aHTUBMOTUKORB U
BakTepuotharam, B T.4. KaHAUAA
A26.08.005.002 Moces Ha remodmnbryio nanouky (Haemophylus influenzae) 954
onpeaeneH1em YyBCTBMTENLHOCTH K OC y cnekTpy GuoTnkos
A26.08.005.003 Noces Ha MuKponopy otaensemoro JIOP-opranos ¢ onpeaeneHuem 1 327,00
HYBCTBUTENLHOCTH K PACWNPEHHOMY CIIEKTPY aHTMEMOTMKOB, B T.4.
KaHauaa
A26.08.005.004 Noces na mukpodinopy otaensemoro NOP-opraHos ¢ onpegenexnem 1319,00
YYBCTBMTENLHOCTM K PACLUMPEHHOMY CNEKTPY aHTMOMOTHKOB 1
GakTeprodparam, B T.4. KaHaAKAa
A26.08.015 Mocen Ha nuorenHLIA CTpenTokokx (Streptococcus pyogenes) ¢ 804
ONpeAeneHHem HyBCTBMTENLHOCTH K aHTOMOTHKaM
A26.08.019.001 PHK supyca rpunna A/HIN1 (ceunoi rpunn), (kay.) 1829,00




A26.08.019.002 leHoTunupoRranue Bupyca rpunna (A/B) 1176,00
A26.08.019.003 PHK Bupycos rpunna A/H1N1, AJH3N2 1 550,00
A26.08.020.001 OPBW-CkpuH (PHK pecnuparopHocuHumThansHoro Bupycal PHK 5 570,00
meranHesmoBupycal PHK naparpunna (tunos 1, 2, 3 u 4)/ PHK
kopoHaaupycos/ PHK pukosupycos! [IHK agexosupycos (rpynn B, C u
AZ26.08.022 AHK aneHosupyca (tunii 3, 2, 5, 4, 7, 12, 16, 40, 41, 48), KpoBb, Kau. 564
A26.08.022.001 AHK apeHosupyca (Tvnbi 3, 2, 5, 4, 7, 12, 16, 40, 41, 48) 852
A26.08.046.001 PHK xoponasupyca SARS-CoV-2 (COVID-19, PT-NUP-2) 706
A26.08.046.002 PHK xopoxasupyca SARS-CoV-2 (COVID-19, pe3ynuTar Ha aHrnMACKOM W 780
pycckom n3kikax, R23)
A26.08.046.003 PHK koponaeupyca SARS-CoV-2 (COVID-19) ¢ AONOAHUTENLHLIM 1323,00
onpeaenednem wrammos Omicron v Delta.
A26.08.049.001 AHK xnamugodun u mukonnasm (Chlamydophila pneumoniae, 512
Mycoplasma pneumoniae)
A26.08.050.001 AHK Bo3byauTenei kok Inap /6poHxocenTtuko3a 706
(Bordetella pertussis/Bordetella parapertussis/Bordetella bronchiseptica)
A26.08.057.001 AHK napsosupyca B19 (Parvovirus B19) 505
A26.08.058.001 LHK uuTomeranosupyca (Cytomegalovirus, CMV) 224
A26.08.058,002 AHK uuTomeranosmupyca (Cytomegalovirus, CMV), KOnM4ecTBeHHO 322
A26.08.059.001 Bupycs! rpynnsi repneca (EBV, CMV, HHVS) 476
A26.08.059.002 AHK Bupyca Snwreana-Bapp (Epstein-Barr virus) 23
A26.08.059.003 OHK supyca 3nwrenna-Bapp (Epstein-Barr virus), konnyecrtaeHHo 327
A26.08.060.001 AHK supyca repneca VI Tuna (Human Herpes virus VI) 257
A26.08.060.002 OHK Bupyca repneca VI tuna (Human Herpes virus Vl), xonu4ecTBeHHO 327
A26.08.061.001 OHK nHesmoumcTil (Pneumacystis jirovecii (carinii)) *** 653
A26.08.064.001 Ki i ine [IHK , remouniLHoOR 1073,00
nanouku, ctpentokokka (Neisseria meningitidis, Haemophilus influenzae,
Streptococcus pneumoniae), kau
A26.09.080.001 AHK mukobakrepumn Tybepkyneaa (Mycobacterium tuberculosis) 312
A26.16.009 Luronornyeckoe mccneaoBaHne 3HAO0CKONMYECKOrO MaTepuana Ha 381
Helicobacter pylori
A26.19.004 Moces Ha HEPCUHUK C ONPeAeneHeM YyBCTBUTENLHOCTH K OCHOBHOMY 761
cnekTpy anTnbnoTnkos
A26.19.009 Moces Ha rpubui pona kasauaa (Candida) ¢ naeHTudmkaunen n 757
onpegeneHnem YyBCTBUTENbHOCTM K aHTUMUKOTUHECKMM Npenapartam
A26.19.010 WccnepoBaHue Kana Ha NPOCTEAWKX, AALA rENbMHHTOB 210
A26.19.010.001 WccnepoBanue Kana Ha NPOCTENILKE U ANALLA FENLMUHTOB METOAOM 406
o6orawenun (PARASEP)
A26.19.020 WccnepoBanue anTurena xennkobakrepa (Helicobacter pylori) 8 kane 888
A26.19.063.001 OKW-TecT (Shigella spp./ Salmonella spp./ Campylobacter spp./ 1229,00

Adenovirus F/ Rotavirus A/ Norovirus 2/ Astrovirus)




A26.19.064.001

AHK canbmonenn (Salmonella species) 856
A26.19.067.001 AHK Boabyautens ncesaotyGepkynesa (Yersinia pseudotuberculosis) 374
A26.19.069.001 Aunaporentsie E.coli (AHK anTeponatorestsix E. coliAHK 1379,00
SHTepoTokcureHHbix E, colil AHK anTepounsasuanbix E. colilIHK
aHTeporemopparnyeckmnx E. coli/ AHK antepoarrperatusmbix E. Coli)
A26.19.070.001 AHK xenukobakrepa (Helicobacter pylori) 422
A26.19.072.001 PHK anTeposupyca (Enterovirus), kan 517
A26.19.074.001 PHK poTasupycos (Rotavirus) A 893
A26,19.075 PHK Hoposupycos (Norovirus) Il Tuna 801
A26.19.079 Moces Ha BO3BYAMTENER KNIWEYHON MHDEKUMM (CANbMOHENTTbI, 841
WHrennbi) C oNpeaeneH1em YyBCTBMTENLHOCTH K OCHOBHOMY CNekTpy
aHTUBHOTHKOB
A26.19.089 Potasupyc (oBHapyweHue aHTurena s kane), UXTA 616
A26,19.095 Wcenenopanue kana Ha TOKCUHLI knocTpuawi (Clostridium Difficile) A B 1424,00
A26.19.096 WccnenoBanue aHTurena namGnui (Giardia intestinalis) B kane 815
A26.20.006 Mukpockonuueckoe uccnen oTa 0 uey NHOro 191
Kawana
A26.20.006.001 MUKPOCKONUYECKOE MCCNEA0BAHME OTALNAEMOTO YPOTeHUTANLHOTO 286
TpakTa(uepBUKanbLHbLIA KaHan + snaranuue)
A26.20.006.002 MUKpPOCKONKMYECKOE MCCNeAOBAHME OTAENAEMOTO YPOreHUTanLHOTo 343
TpakTa (UepBUKaNbHLIA KAHAN+BNaranuue+ypeTpa)
A26.20.007 WccnenoBakue Ha BUOLEHG3 Bnaranvua (AWarHocTKa BakTepuanLHoro 1 440,00
BaruHo3a)
A26.20.008,001 Moces Ha MMKPOGNIOPY OTAGNAEMOrO YPOreHUTANBHOID TPAKTA KEHLUIMHLI 1108,00
€ onpeaeneHuem YyBCTBUTENLHOCTH K OCHOBHOMY CNexTpy
aHTMBMOTHKOB, B T.4. KaHAKAa
A26.20.008.002 MNoces Ha MUKPONOPY OTARIAEMOrO YPOreHUMTANLHOTO TPAKTa KeHWMHbI 1 300,00
€ ONpeaeneHUem YYBCTBATENLHOCTH K PACWHPEHHOMY CNEeKTpy
aHTUOWMOTHKOB, B T.u. KaHaKaa
A26.20.008.003 Moces Ha MMKPO(NOPY OTAENAEMOro YPOreHUTanLHOro TPaKTa KeHWWHb 1 298,00
c onpeg YyBCT HOCTH K OCHOBHOMY CMEKTPY
aHTMBMOTHKOB 1 BakTepuodaram, B T.u, Kawguaa
A26.20.008.004 Moces Ha MMKPOMNOPY OTAENAEMOr0 YPOreHWTaNnLHOTO TPAKTa KEeHIWHEI 1 345,00
c onpeper YYBCTBUTENLHOCTH K | I y cnexTpy
aHTMBMOTHKOB M BaxTepnodaram, B T.4. KaHanaa
A26.20.009.002 AHK nanunnomasupycos (Human Papillomavirus) BeICOKOro 616
KaHueporeHnoro pucka (16-68 Tunos:
16,18,31,33,35,39,45,51,52,56,58,59,66,68) Ge3 onpeaenexus Tuna
A26.20.009.003 AHK nanunnomasupycos (Human Papillomavirus) 86icokoro 682
KaHueporeHHoro pwcka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 Tunos)
€ onpegeneHuem Tuna
A26.20.009.004 AHK nanunnomasupycos (Human Papillomavirus, BMY) 31/33 tunos ¢ 247
onpegeneduem Tuna
A26.20.009.009 BMNY.-rect (ROCHE COBAS4800) BLICOKOro KaHL|epOreHHoro pucka (16-68 1724,00
Tunos: 16, 18 c onpeaenexnem Tuna, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
66, 68 6e3 onpegeneHun TUNa)
A26.20.009.010 AHK nanunnomasupycos (Human Papillomavirus) CKPUHWUHT ¢ 360
p Tvna (KonTponk B3ATWA maTepwana, Tune 6, 11, 16, 18),
KONUYECTBeHHLIA
A26.20.009.011 [HK nanunnomaBupycos (Human Papillomavirus) c onpeaenexnem 14 900
TUNOR, KON, C NepecuyeTom Ha y.e. Hybrid Capture
A26.20.009.012 AOHK nanunnomasupycos (Human Papillomavirus) ¢ onpeaenexmnem 21 1 397,00
TMNa, KOJl., CEPEeCcYeToM Ha y.e. Hybrid Capture
A26.20.009.005 JOHK nanwnnomasupyca (Human Papillomavirus, BNY) 16 tuna 233
A26.20.009.013 OHK nanunnomasumpyca (Human Papillomavirus, BM4Y) 18 tuna il i 233




A26.20.009.014

AHK nanunnomasmupycos (Human Papillomavirus, BMN4) 31/33 tunos ¢ 312
onpegeneHuem TUNa, KONUUYECTBEHHO
A26.20.009.006 AHK nanunnomasnpycos (Human Papillomavirus, Br4) 16/18 Tunos, 369
KONM4ecTaeHHO
AZ26.20.009.008 AHK nanunnomasupycos (Human Papillomavirus, BMY) 6/11 Tunos ¢ 214
onpegeneHUeM TUna
AZ26.20.009.015 AHK nanunnomasmpycos (Human Papillomavirus, BNY) 6/11 Tunos ¢ 318
onpejesieHuem TMNa, KONUYECTBEHHO
A26.20.022.001 AHK ronokokka (Neisseria gonorrhoeae) 260
AZ26.20.022.002 OHK ronokokka (Neisseria gonorrhoeae), KONMYECTBEHHO 350
A26.20.025.001 LHK 6neanon Tpenonems (Treponema pallidum) 238
A26.20.030.001 AHK rapaHepenns! (Gardnerella vaginalis) 248
A26.20.030.002 OHK rapanepennei (Gardnerella vaginalis), konuuectsenso 311
A26.20.032.001 Demognop-8 (AHK) 1291,00
A26.20.032.002 ®emotpnop Crpun-12 (AHK) 1693,00
A26.20.032.003 Demodnop-16 (AHK) 2104,00
A26.20.032.004 DnopoueHos - GakrepuanbHLIA BarMHO3 889
A26.20.032.005 DnopoueHos 1 164,00
A26.20.032.006 DropoueHo3 - Komn AOBaHKUE (B! T NCMT) 1482,00
A26.20.051 MNoces Ha GeTa-remMoNUTHYECKUA CTPENTOKOKK rpynnl B (S. agalactiae) ¢ B 945
onpeaeneHUem HyBCTBMTENbLHOCTH K OCHOBHOMY CNEKTPY aHTUBMOTHKOR
A26.21.007.001 AHK xnamuaun (Chlamydia trachomatis) 253
A26.21.007.003 MNLP-4 NCMT 860
A26.21.007.004 NUP-4 NCMT, moua, konuu. 1095,00
A26.21.007.002 AHK xnamuaum (Chlamydia trachomatis), konuuecTeeHHo 300
A26.21.026.001 Moces Ha podnopy ov, 0 YPOreHUTanNLHOrD TPAKTa MYXYUHbI 1008,00
C onpefeneHnemM YyBCTBUTENLHOCTH K OCHOBHOMY CNeKTpy
AHTUGMOTHKOB, B T.4. KAHAWAA
A26.21.026.002 Mocen Ha MUKPONOPY OTAGNACMOTO YPOrCHWTANLHOMD TPAKTA MYMMUHLI 1102,00
€ OnpefieneHnemM YyBCTBUTENLHOCTY K PACIIMPEHHOMY CNekTpy
AHTUBUOTUKOB, B T.4. KaHAWAA
A26.21.026.003 MNoces Ha MMKPOHNOPY OTAENAEMOTO YPOTCHATANbLHOTO TPAKTa MYMKHNHII 1104,00
C onpeaeneHWemM YyBCTBUTENLHOCTH K OCHOBHOMY CNEKTPY
AHTUBMOTMKOB W BaKkTepuodaram, B T.4. KaHaKaa
A26.21.026.004 MNoces Ha MUKPOGNOPY OTARNAGMOTO YPOTrEHUTANLHOTO TPAKTa MYM UHbI 1312,00
c onpeper HyBC TbHOCTH K [ PEeHHOMY CnexkTpy
aHTMOMOTMKOB 1 GakTepuodharam, B T.4. KaHauaa
A26.,21.027 [HK ypeannaambi (Ureaplasma urealyticum) 246
A26.21.027.001 [HK ypeannasmbi (Ureaplasma parvum) 247
A26.21.030.001 [OHK Tpuxomonaae! (Trichomonas vaginalis) 224
A26.21.030.002 AHK Tp Akt (Trich as vaginalis), KONUYECTBEHHO 292




A26.21.031.001 AHK IMbi (Mycopl genitalium) 255
A26.21.031.002 OHK mukonnaame! (Mycoplasma genitalium), konuuectoeHno 238
A26.21.032.001 LHK muxonnaamel (Mycoplasma hominis) 248
A26.21.032.002 AHK mukonnasme: (Mycoplasma hominis), konuuecTeenHo 238
A26.21.033.001 AHK ypeanna3smei (Ureaplasma species) 229
A26.21.033.002 AHK ypeanna3smei (Ureaplasma species), Konu4ecTBeHHO 280
A26.21.035.001 AHK ypeannasmul (Ureaplasma urealyticum), Konu4yecTBeHHo 301
A26.21.035.002 AHK ypeannaamel (Ureaplasma parvum), KonuuecTBeHHo 328
A26.21.036.001 Auppodinop CKPUH 1 270,00
A26.21.036.002 Aungpodnop 2 064,00
A26.21.055 Tunuposanue rpubos, pacwupennsii (Candida albicans, Fungi spp, 901
Candida krusei, Candida glabrata, Candida tropicalis, Candida
parapsilosis, Candida famata, Candida guilliermondii)
A26.21.055.001 AHK kanauae: (Candida albicans), konuuecTeeHHo 290
A26.21.055.002 [HK kananae! (Candida albicans) 278
A26.21.056 AHK rpubos poaa kanauawi (Candida albicans/Candida glabrata/Candida 357
krusei) c onpegenenunem Tuna
A26.26.004 MNoces Ha MMKPONOPY OTAGNAEMOTO KOHLIOHKTMBLI C onpeaeneHuem 974
UYYBCTBUTENLHOCTM K OCHOBHOMY CNEKTPY aHTMBUOTUKOR, B T.4. KaHAWAa
A26.26.004.001 Moces Ha MUKPOGNOPY DTAGNACMOrO KOH LIOHKTHBLI C onpeaencHuem 1261,00
YYBCTBM HOCTH K paci Y CNexKTpy aHTMbuoTHKoB, B T.4,
Kauauaa
A26.26.004.002 MNoces Ha MUKPONOPY OTAENAEMOrO KOHLIOHKTMBLI C ONPEAENCHNEM 1 133,00
YYBCTBUTENILHOCTH K OCHOBHOMY CMEKTPY aHTUBMOTUKOB U
Gakrepuodparam, B T.4. kKaHguaa
A26.26.004.003 Moces Ha MUKPONOPY OTACNAEMOrO KOHLIOHKTURLI C ONPEAeEHNEM 1235,00
HYBCTBWTENLHOCTH K PACWIMPEHHOMY CNCKTPY aHTMOHOTMKOB 1
GakTepuodparam, B T.4. KaHguaa
A26.28.003 Moces Moy Ha MMKPOGNOPY C ONPeaeneHnem HyBCTEUTENLHOCTH K 953
OCHOBHOMY CNEKTPY aHTMGMOTHUKOB, B T.4. KaHaNAa
A26.28.003.001 Moces Moun Ha MUKPONOPY C ONpeaeneHnem YYRCTEUTENLHOCTH K 1 200,00
PACWUPEHHOMY CNEKTPY aHTMBMOTHKOR, B T.4. KaHAMAA
A26.28.003.002 Moces MOuKM Ha MMKPOGNOPY C ONPEACNEHUEM YYBCTBUTENLHOCTM K 1 000,00
OCHOBHOMY CNEKTpy aHTuBnoTnKoB 1 BakTepuodiaram, B T.4. KaHaAKaa
A26.28.003.003 Moces MOUYM Ha MMKPOGNOPY C ONPEACNEHHEM HYBCTBUTENLHOCTM K 1 000,00
pacwupeHHoMy cnekTpy aHTubnoTukos u GakTepuodaram, B T.4. KaHauaa
A26.28.010 AnTured nermonennei (Legionella pneumophilla) 8 move 1 515,00
A26.30.005 Buoxumuueckoe nccneaoBaHmue CnioHbl (MuKkpoBuouenos nonoctu pra) 1734,00
A26.30.005.001 Buox A MeTaboNuyecKon aKTMBHOCTH KMWEYHON 1715,00
MHKpOGNopLI
A26.30.005.002 Onpeaenenne MUKPOGHOLEHO3A METOIOM XPOMATO-MACC-CNEKTPOMETPUM 333300
(MCMM) no Ocunosy I.A.
A26.30.026.001 OHK Tokconnaimel (Toxoplasma gondii) 268
A26.30.026.002 AHK rokconnaame (Toxoplasma gondii), konuuectsenHo 320




A27.05.002 Naket «OK!» (oueHka pucka Tpombo3a npu npuéme OK n [3T), 2 667

nokasatena*

A27.05.003 leneTnueckue gedexTbl PepmeHToB thonaTHoro uwkna (MTHFR, MTR, 1334,00

MTRR - 4 TOuKku)*

A27.05.009 X p TO3, Onpea myTaumnn (HFE: 187C>G (rs1799945) HFE: 1667,00

845G>A (rs1800562)

A27.05.012 Onpepenenue myTauun VE17F B 14 3k30He reHa Jak-2 kMHa3bl, KayecT. 2 289,00
A27.05.012.001 Onpenenexue mytauun V617F 8 14 3K30HE rena Jak-2 KMHa3bl, KONWY. 2325,00
A27.05.017.001 BCR-ABLp210 1(9;22), kau. (b2a2/b3a2 cymmapHo) 2703,00
A27.05.017.002 BCR-ABL p210 t(9;22) kon, (b2a2/b3a2 cymmapHo) 3 046,00
A27.05.017.003 BCR-ABL p190 - t{9;22), kavecT. 2 688,00
A27.05.017.004 BCR-ABL p190 - t(9;22), konu4. 3 222,00

A27.05.025 lex aHaporeHosoro peuentopa (AR), uncno CAG-nosTopos 2024,00

A27.05.028 Onpegenenue SNP o rexe IL 28B venosexa IL28B: C>T (rs12979860) 829

IL28B: T>G (rs8099917)

A27.05.036 Owarnoctuka CFTR-accouumpoBanHiIx 3abonesanuni: 6ecnnoawe, 9424,00

naHKkpeaTuT, Mykosucuuao3l (38 abeppauwn reqa CFTR)

A27.05.037 BuisBnexwue Mukpoaeneyui B aktope azoocnepmun AZF (nokyckl A, B, 2381,00

<)

A27.05.040.001 Naket «OHKOPuCKn» (BRCA1/2, honaTHiii uukn), 12 nokasarenen® 3 096,00

A27.05.040.002 FeHeTMHECKMA PMCK PAIBMTMA PaKa MONOYHON Kenelbl U Paka AuUHUKOD 2 858,00
(BRCA1, BRCA2 - 8 nokasatenewn)"

A27.05.062 Onpepenenune myTauwia 8 reHe EGFR, kposb (wuakocTHas Buoncus) 18 502,00
A27.20.001 MpexHaTansHbIA CKPUHKMHT | TPUMecTpa GepemennocTu ASTRAIA (8 2919,00

Heaens - 13 Hegenb 6 [IH.) C PACYETOM PUCKa 3afePXKH POcTa nnoaa,
PUCKA NPeKACBPEMEHHLIX POAOCE W NPE3KNAMNCUK

A27.20.001.001 MpeHaTanbHbii CKPUHUHT | TpUMecTpa GepemennocTn ASTRAIA (8 4 186,00
Hegens - 13 Hegent 6 AH.) C pacyeTOM PUCKa 3aAepPXKKW pocTa Nnoaa,
puvCKa NPEXAEBPEMEHHLIX POAOE W NpeaknaMncum (c yuétom PLGF)

A27.20.001.002 HUNT T21 (FeHomen) (UenLHas KPOBL; CKPUHUHT 21 XPOMOCOMBI, 15 520,00
cuHapoma flaysa)

A27.20.001.003 HUNMC 5 - AHK TecT Ha 5 cuHapomos (MeHomen) (UenbHas KPOBb,; 20 387,00
CKPUHUHT Xpomocom 13, 18, 21, Monocomusn X, c-m KnaiHdgensTtepa;
JaKniouenue Bpaya - NabopaTopHOro reHeTMKa No MCCNEA0BATENLCKOMY

A27.20.001.004 HWUNC pacwmperHbiii (MTeHomea) (UenLHan KPOBb; CKPUHWHI XPOMOCOM 31 033,00
13, 18, 21, X, Y, MUKpOABNEUMA - Y NNOAA, HACNEACTBEHHbIX
3aBonesannii - y MaTepPK; JaKNiOYeHUE BPava - NabopaTopHoro reneTuka

A27.20.001.005 Onpegenexne Nona Nnoaa (BLINBNEHUE PPArMeHToB Y-XpoMOCOMBI 5 146,00
nnoja no KpoBK MaTepH)

A27.30.001 OnpeaeneHne MMKPOCATENNIMTHOM HecTabunbHocTi, MSI (onyxonenan 5733,00

TKaHb; 3aKNIOYEHUe Bpaya - NabopaTopHOro reHeTuxa no
WCCNeAoBaTeNLCKOMY OTHETY)

A27.30.006 Onpegenexnue myTaumn 8 rese KRAS, onyxonesas TkaHb 9 036,00

A27,30.015 [MarHocTMka CHHAPOMA XKunubepa (myTauus reda UGT1)" 2439,00

A27.30.016 "Pak nerkux, 6azosan navens” (onyxonesas TKaHb; MyTauumW o reHax 11 259,00

EGFR, KRAS, NRAS, BRAF; 3akniouenue npaya - naboparopHoro

reHeTMKa no UCCNeaoBaTenLCKOMY OTHETY)
A27.30,090.001 PML-RARA Tun ber 1-2 - t(15;17), kauecTt. 2 545,00
A27.30.090.002 PML-RARA Tun ber 1-2 = t(15;17), konuy. 4882,00




A27.30.090.003 PML-RARA Tun ber 3 - t{15;17), kauecr, 2 545,00
B03.001.002 Mnauentaphbid takrop pocra (PLGF) 2609,00
B03.001.004 Moces Ha Mukonnasmy u ypeannasmy (Mycopl, hominis, Ureapl 1460,00

pecies) ¢ ong M HYBCTBUTENLHOCTH K aHTMBUOTHKAM
B03.001.004.001 MNoces Ha roHOKOKKK (Neisstria gonorrhoeae) Ges onpeaenesus 1 100,00
HYBCTBUTENLHOCTH K aHTMBMOTHKAM (KeHCKMA)*

B03.001.004.002 Noces Ha ronokokkm (Neisstria gonorrhoeae) 6ea onpeagenenun 1100,00
HYBCTBUTENLHOCTH K aHTUGHOTMKAM (MYXCKOR)®

B03.002.002.001 B1-knetku CD5/CD19 (BKniovaeT ananns KPOBM C NEAKOUMTAPHOR 1694,00
thopmynon)

B03.002.004.001 Anneprouun, ALEX2, 300 koMnoHeHToB (BKNtOvaeT onpeaenenne obuero 23 079,00
IgE)

B03.002.004.002 ANNeproKkoMNNexc cMewaHHbIA Ne1, IgE, UDA: knew d1/d2, onbxa, 4 228,00
Gepeaa, newwuna, cm.Tpas, POXb, NONLIHL, NOAOPOKHKK, KOWKA, NOWasL,
cobBaka, A.alternata, an4.6enok, Mmonoko, apaxwuc, nec.opex, MOpKOBkb,

B03.002.004.003 AnneproKoMnsiekc pecnupaTopHiIn Ne2,IgE, UDA: knew d1/d2, onuxa, 4 221,00
Gepeaa, newuna, ay6, CM.TPas, POXb, NOMNbLIHL, NOAOPOKHUK, KOWKA,
nowaak, cobaka, MOP.CBMHKA, XOMSIK, KPONUK, Penic.notat., Cl.herbar.,

B03.002.004.004 Anneprokomnnexc nuweson 3, IgE, UDA: yHAayK, apaxuc, rpeu.opex, 4 229,00
MUWHA.0pex, MOMOKO, AiIn4.6enoKKenToK, kaseuH, Kaprogens, censaepen,
MOpPKOBL, TOMaTbl, TpecKa, kpab, anenucuu, A6noko, MWeHUY.MyKa,

B03.002.004.005 Anneprokomnnexc nepnarpuyeckui 4, IgE, MOA: knew, d1/d2, 6epeaa, 4 221,00
CM.Tpas, kowka, cobaka, A.alternata, monoko, a-nakraneb., b-nakrorno6.,

, Any.6er , BCA, con, Kaprogens,

B03.002.004.006 MecTHbie aHecTeTukm Ne 1 ApTukaun/Ckangonecr, IgE 1 548,00

B03.002.004.007 MecTHuie anecTeTukm Ne 2 Hosokann/fngokamn, IgE 1477,00

B03.002.004.008 Komnnekc annepreqos Aepenbes (vBa, TONoNL, 0Nbxa, Gepela, neumHa) 2 098,00

B03.002.004.009 Komnnexc anneprenos Tpas (amBpo3us 06bikHOBEHHas, Mapik Genas, 2177,00

NONkiHbL 00bIKHOBEHHAS, OAYBaAHUMK, NOAOPOKHMEK)
B03.002.004.010 Anneprokomnnexc nuuesoi PROTIA (Kopesy), IgE 4 653,00
B03.002.004.011 Anneprokomnnexc npu atonum Y Aeten n aapocniix PROTIA (Kopes), IgE 3 838,00
B03.002.004.012 Anneprokomnnekc pacwupenHsin PROTIA (Kopen), IgE 6 364,00
B03.002.004.013 Anneprokomnnekc pecnupatopHsii PROTIA (Kopes), IgE 4 653,00
B03.002.004.014 Anneprokomnnexc nuujeson RIDA-screen Ne3, IgE 3 096,00
B03.002.004.015 Nanens nuwesbix anneprenos Ne 1 IgE (apaxuc, MuHgant, tymayk, 572

Kokoc, Gpaamnbckui opex)

B03.002.004.016 NaHens nuueskix annepresos Ne 2 IgE (Tpecka, TyHeu, kpepeTkn, 911

nocock, Muaun)
B03.002.004.017 MNawens nuwessix annepreqons Ne 3 IgE (nwenmnunas myka, oBCsiHan Myka, 896
KYKYPY3HAR MyKa, CEMEHa KynxyTa, rpeyHesas myka)

B03.002.004.018 Nanens nuwesLix annepresos Ne § IgE (smuHbIA Benok, MoNoKo, Tpecka, 572
MWeHNYHas MyKa, apaxmc, coesbie 606L1)

B03.002.004.019 Nanent nuwessix anneprexos Ne 6 IgE (puc, cemena KyHXyTa, 572
NWeHWYHas Myka, rpeyHeBan Myka, coesbie 6o6ui)

B03.002.004.020 Naxens nuweswix anneprenos Ne 7 IgE (smynb1i Genok, puc, kopoRkLe 911
MONOKO, apaxmc, NEeHWYHasn Myka, coeaie B6o6u1)

B03.002.004.021 Nanens nuwessix anneprexos Ne 13 IgE (ropox, 6enan 572

hacons,Mopkoak, KapTotent.)

B803.002.004.022 Nanent nuwentix anneprexon Ne 15 IgE (anenwcmn, Gawnan, nGnoko, 572

nepcuk)




B03.002.004.051

Nanens knewessix anneprenos Ne1 IGE (xnew-gepmarocar nepusHb, 911
MyuHoR, dermatophagoides microceras, lepidoglyphus destructor,
tyrophagus putrescentiae, glycyphagus domesticus, euroglyphus

B03.002.004.052 Nanens anneprenos nbinu Ne 1 1gE (aoMawHAs nbing (Greer), knew- 896
AepMarodar nepuHHLIA, Kneuw-gepmatodar MyuHoRn, Tapakam)

B03.002.004.053 Naxvens annepresos nneceHn IgE, TM9 577

B03.002.004.054 NaHens nuweskix annepresos Ne 1 19G (apaxuc, mungans, dynayk, 572
Kokoc, 6pa3nnbCckmin opex)

B03.002.004.055 MNaxenk nuuwesix annepreqos Ne 219G (tpecka, TyHeu, KpeBeTKM, 911
nococh, Muaum)

B03.002.004.056 Naxens nuuwessix annepredos Ne 3 IgG ( MyKa, 896
MyKa, KyKypYy3Has myka, CemMeHa KyHxyTa, rpevHenas myka)

B03.002.004.057 MNanens nuuessix anneprexos Ne § 19G (AanynbIA Genok, monoko, Tpecka, 572
NWeHWYHAA MYKa, apaxuc, coesbie Go6bi)

B03.002.004.058 NaHens nuwesbix anneprexos Ne 6 19G (puc, cemena kywxyTa, 572
nuwe A MyKa, rp Myka, coeBbie 506b1)

B03.002.004.059 MNaxens nuweswix annepresos Ne 7 19G (AnunLIA Genok, puc, koponbe 911
MONOKO, apaxuc, NWeHnYHan MyKa, coessie 606b1)

B03.002.004.060 Naxens nuwessix annepreqos Ne 13 19G (3enenwin ropowex, Genvie 572
6061, MOpKOBL, Kaprodgens)

B03.002.004.061 NaHens nuwesbix anneprexos Ne 15 IgG (anenucnn, Ganaw, sGnoxo, 572
nepcuk)

B03.002.004.062 Naxens nuwessix anneprevos Ne 24 19G (thyHAyK, KpeBeTku, Knou, 878
Ganan)

B03.002.004.063 Naxens nuwessix anneprexos Ne 25 1gG (cemena KYHXYTa, nexapckme 789
APOXIKK, HECHOK, Cenbaepen)

B03.002.004.064 Naxent nuwessix annepresos Ne 26 19G (an4nbin Genok, monoko, 789
apaxwc,ropynua)

B03.002.004.065 Nanens nuwesbix anneprenos Ne 50 1gG (kmBM, MaHrO, BaHaHbI, aHaHac) 572

B03.002.004.066 Nanens nuwessix annepreqos Ne 51 19G (nomupop, kapTodhents, 953
MOPKOBb, YeCHOK, ropuMLa)

B03.002.004.067 Nakens nuuessix anneprexon Ne 73 1gG (cennmna, KYPHHOE MACO, 572
rossiguua, bapaHuua)

B03.002.004.068 Tumodpeenka nyrosan, anneprokoOMNoOHENT IgE (ImmunoCAP), g208 rPhi 1977,00

B03.002.004.069 Daanaron AeTcKkMA (c6anaHcMpoBaHHan cMech MHIaNALUMOHHLIX W 2 302,00
MUWLEBLIX aNNePreHoB ANst CKPUHWUHIA aTONMKM ANA aeTei Ao 4 ner)

B03,002.004.070 @aauaron (c6anaHCMPOBAHHAS CMECH MHrANALMONHBIX ANnNepreHon Ans 2302,00
CKPUHWHIa aTonuW Ans AeTed CTapuwe 4 net u BIPOCNLIX)

B03.002.004.071 NaHen. anneprexos kuBoTHLIX IgE (ImmunoCAP), ex70 (anutenun 9593
MOPCKOW CBMHKM (e6), InuTenui kponuka (e82), anuTenni xomsaka (eB4),
KpbICh (€87), Mbiwe (e88))

B803.002.004.072 Nanens annepresos XuBoOTHLIX IgE (ImmunoCAP), ex72 (nepus nuy: 819
BOMHUCTOrO nonyr (e78), penkn (e201), Toro
nonyraiunka (e196), nonyran (e213), Bbiopka (e214))

B03.002.004.073 Nanent anneprenon kusotHLIX, snutenni IgE (ImmunoCAP), ex1 (MmKcT 993
NEepXoTk: KOWKM, COBakK, NOWAanM, KOPOBLI)

B03.002.004.074 Nanent anneprenos xueoTHLIx IgE (ImmunoCAP), ex2 (MUKCT: nepxoth 745
KOWKM, NEPX0Tk COGAKM, INMTENMA MOPCKOA CBMHKM, KPbICa, MLILWL)

B03.002.004.075 Nanene annepreHos kuBoTHLIX IgE (ImmunoCAP), ex71 (MMKCT nepba 993
NTULL TYCS, KYPULILI, YTKW, MHACHKK)

B03.002.004.076 Nanenk anneprenos K CMECH NbINbLUbLI AepeBLEes IgE (ImmunoCAP), tx5 819
(onbxa cepan (t2), newmna (t4), a3 (t8), una (t1 2), ronont (t14))

B03.002.004.077 MaHent annepreHos K CMeCH NbINLLULI NepensLen IGE (ImmunoCAP), tx6 819
(knew acenenucTHL (1), Gepesa Gopogasyaran (t3), Byk
KpynHonucTHbIA (t5), ay6 (t7), rpeukuin opex (t10))

B03.002.004.078 Nawens anneprexos nepeoues IgE ({ImmunoCAP), tx9 (MUKCT NbiNbUa 993

|AepeBLen: onkLxa cepasn, 6epesa Gopogasyaran, newwia 00bIKHOBEHHAR,

Ay6 Genwii, woa Genasn)




B03.016.003.3 Knuxuueckuin ananus kposn (5 DIFF) c noacuerom NeRKouUTapHon 496
opmynel sBpayom KNA (kanunnsapuan KPOBbL)
B03.016.005.001 KoadpmumenT areporerHocTy (BKnIOuaeT onpepenexue obuwero 340
Xonecrepuua u NINBMN)
B03.016.005.002 Xonectepus we-NNBMN (non-HDL, skniovaer onpeaenexue obuiero 138
xonectepuua v NNBM)
B03.016.005.003 XonecTepuH NMNONPOTEMA0B OYCHL HIIKOR nnorHocTh (NNOHN), 480
(Bkniovaer onp TPUrnuuepuaos)
B03.016.006.01 OBuwmin ananua moum 216
B03.016.010 OB6wmit ananua kana (konporpamma) 381
B03.016.014.02 AHanu3 Mouu no Heuunopenko 228
B03.016.015 AHanu3 Moun no 3uMHULKoMy 336
B03.016.017.001 MonuHenacbiweHHbie KWpHLIe KWCNOTeLI (KK) cemerdcTBa Omera-6: 3 001,00
(LA), ramma (GLA), apaxuaonosan (AA)
KUCNOThI - B UENLHOW KPOBM (MeMBpaHHLIA, NUNONPOTEMAHLIA K
B03.016.017.003 MNonuHeHackbiweHHbIe HUPHLIE KUCNOTLI (KK) cemesncTaa Omera-3: 4 007,00
Ban (DHA), ankozanewt (EPA) - B uenbHoi# kpoBK
{ 6p A, r POTENAHLIA H CBOGOAHO-KUPHOKNCIIOTHIR nynei).
B03.016.022.001 17-keTocTepougb: (aHapocTepoH, anppocTeHanon, AN3A, 2 544,00
STMOXONAHOMNOH, 3NMAHAPOCTEPOH, TECTOCTEPOH, INUTECTOCTEPOH,
MPErHaHTPMON, COOTHOWEHUE aHAPOCTEPOH/3TUOXONAHONOH,
B03.016.025.001 KomnnexkcHbii aHanns KpOBK Ha AMUHOKMCNOTL! (12 nokasatenen: 2477,00
AnanuH, ApruHWH, AcnaparuHosan kucnora, Uutpynnuu, MnyTamunosan
Kucnora, MnuuuH, Metonns, OpHUTHH, DeHUNanaumH, Tupoaun, Banuw,
B03.019.011 FexoamarHocTuka 6onesnn Bunkcona-Kovosanosa (awanus MyTaumn 3292,00
reHa ATP7B)
B03.019.027.001 CuHApOM NomKkoi X XPOMOCOMEI (onpeaenenue yucna nosTopos CGG s 4 279,00
rede FMR1)
B03.020.003.001 BuiGepu cnopt. CkopocTs, CUNa, BLIHOCNUBOCTL (BEHO3HARA KPOBL; 6 985,00
TEHETHYECKAR NPRAPACNONOKEHHOCTL K 3AHATUAM Pa3NUYHLIMM BUZAMK
CNOpTa; 3aKnioveHne Bpaya - NaGopaTopHOro reHeTka no
B03.020.003.002 MaeansHeif Bec. [lneta u (utHec, 5 nokasatenen (BeHo3Han kpoBw; 2 334,00
FeHETUYECKME (AKTOPLI MHAWBMAYANLHLIX 0COBEHHOCTER 0BMeNa
BEWECTB; 3aKntouenue Bpaya - nabopaTopHoro reHeTuka no
B03.025.001 CuxopocTs kny6oukoBoi punbTpaumn (CKD-EPI - B3pocnbie/chopmyna 172
UWsapua - getTu; skniovaet onpeaeneHne KpeaTuHuUHa)
B03.025.001.001 Bera-2-mukpornobynun moun 465
B03.025.001.002 Kanbuui-kp 0e cooT B Pa3’oBOA NOPLMM MOYK 135
B03.025.001.003 OKcanaTbi CyTOYHOW MOYM 1147,00
B03.025.001.004 Marnmia cyTouHomn Moun 210
B03.025.001.005 2-x cTakaHHas npoba Moum 210
B03.025.001.006 3-x cTaKkawHas npoba moum 238
B03.027.007 MCA (myumHonogoGHbin PaKko-acCoUMMPOBAHHBIA aHTUIEH) 805
B03.027.007.001 Onpepenenne mytauui 8 renax: BRCA1 (11 myTauwi), BRCAZ (3 4 855,00
MyTauum), PALB2 (1 myTaumn), CHEK2 (4 myTaumm), NBN (1 myTaums),
BEHO3Has KPOBL
B03.027.008 HnakocTHan Guoncus npu pake nerkoro, 6asomasn (BeHo3Has Kposs; 38 689,00
MyTauuu 8 redax EGFR, KRAS, NRAS, BRAF; sakmoucHue Bpaya -
naBopaTopHoro reseTuka no HCCNEeA0BaTENLCKOMY OTHETY)
B03.027.015 Komnnekcuoe uccnenonanme: koakcnpeccun p16 m Ki67 (CINtec PLUS) n 6 131,00
KUAKOCTHARA uutonorus (MAMN - tect)
B03.027.017 NporHocTuyeckan BepoATHOCTL (aHavenne ROMA, npemenonayaa) 953

(BKntouaeT onpepenenue anTurena CA 125 u ONyXonesoro mapkepa HE 4)




