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Kopn ycnyrm H yenyru CroumocTs, py6.
A04.16.001 YnbTpassykosoe uccnegoeaHwe opraHos BprolWHOR NONOCTH (KOMNNBKCHoe) 1400
YNbTpa3syKoBOE MCCNEA0BAHWE XKENYHOMO Ny3bipA C ONPeaeneHemM ero
AD4.14.002.001 COKPaTUMOCTH 1650
A04.20.004 [lonnnepoMeTpus MaTo4HO-NNOAOBOMo KPOBOTOKa 750
YNbeTpa3ByKoBOE MCCNEAOBaHWE OPraHos Manoro Ta3a KOMNNeKCcHoe
A04.30.010 (TpaHcearMHansHoe 1 TpaHcabiomMuHansHoe) 1250
YneTpa3sykoBOe MCCNeA0BaHWe MaTkM U NPUAATKOB C UBETHLIM
A04.20.001.005 A0NMNNEPOBCKMM KapTMPOBaHWEM 1250
YrbTpa3sykoBOE MCCNeA0BaHWE NNoAa (TpaHCBarMHansHoe
A04.30.001.023 cxkaHuposarue)(6epemerHocTs ot 3 4o 14 Hegens) 1500
¥nsTpaasykosoe uccnegosaHne nnoaa (TpaHcabaomuHansHoe
AD4.30.001.022 cxkaHvpoBaHue) (GepemeHHocTs oT 14 a0 40 Henens) 2000
A04.20.001.001 YNbTPa3ByKOBOE MCCNEA0BAHWE MATKW U NPUASTKOB TPAHCBArMHaNbHoe 1250
¥neTpaieykoeoe uccnegosaxue nnoaa (TpaHcabaomuHansHoe
A04.30.001.026 cxkaHuposaHue) (GepemeHHoCTb OT 14 a0 40 Hepenb) (ABOWHA) 2400
QOueHka cTeneHu 3penocTi ONNMKYNOB ¥ OBYNALMA NPK YNETPa3ByKOBOM
A04.20.003.001 vccnenosaHvu 1350
A04.30.001.002 ¥YnsTpa3eykosoe uccnegosaHue nnoga B pexume 30D 2300
YnsTpaleykoBoe UCCNefoBaHe Matkv v NpuaaTkos TpaHcabaoMuHansHoe
A04.20.001.022 y peren 1100
Ynh'rpaaaykcsoa uccnepoBaHWe MONOYHbIX Xenel c 4oNnnepoBCKUM
A04.20.002.002 WuccnefosaHem 1400
YneTpa3sykoBoOe MCCneaoBaHue nmdaTideckix y3nos (oaHa
A04.06.002 2HaTOMWYECKan 30Ha) 750
YNbTPa3ByKoBOE MCCNEA0BAHWE LWMTOBMAHON XEneabl M NapaLMTOBMAHBIX
A04.22.001 xenea 1250
A04.10.002.006 pAMOTPatUA C UBETHLIM KapTUPOBAHWEM 1700
A04.01.001 YnbTpa3syKoBOE WCCNBAOBAHME MATKWX TKaHe (0fHa aHaTOMUYecKan 30Ha) 750
A04.21.005 ¥YnbTpa3seykosoe UccnefosaH1e NonoBoro YneHa 1050
YneTpa3eykosas Aonnneporpatus COCyA0B NONCBOTD YNeHa C LBETHLIM
A04.12.008.002 AONNNEPOBCKMM KApTUPOBaHUEM 750
¥nbTpa3spykoBoe MCCNeA0BaHWMe MOYEBOro Ny3bipA C ONPeaeneH1eM
A04.28.002.005 OCTaTOYHON MOYM 800
A04.21.001.001 ¥NLTpa3asykoBoe WCCNeA0BaHWe NPEACTATaNbHO Xeneabl TpaHCPeKTansHoe 1600
YneTpa3sykosas Aonnneporpatun COCYA0E MOLOHKN C UBETHBLIM
A04.12.008.001 AONNNEePOBCKUM KapTUPOBaHWeM 850
AQ04.28.001 YNbTpa3sykoBOE VCCNefoBaHWe NOYEK M HaANO4e4HWKOB 1200
A04.21.001 ¥YnbTpa3sykoBOe MCCNefOoBaH1e NPeacTaTenbHOM Xeneab! 1400
A04.21.004 ¥YNbTpa3sykoBoe WCCNe08aHUEe MOLUOHKM (AMHKM, NPUAAETKM) 1100
AD4.12 046 ¥nsTpa3eykoBa Aonnneporpadua COCYA0B NoYeK 600
He#ipocoHorpahva ¢ UBETOBLIM A0NNNEPOBCKMM KAPTUPOBAHWEM MO3roBbIX
A04.23.015.001 COCYAOB Y fAeTei 1450
A04.04.001.001 YnbTpa3sykoBoe uccneaoeaHve TasobeapeHHoro cycrasa 1300
TpunnekcHoe TpaHckpaHwanbHoe ckaHvposaxe BpaxuouedansHblx
A04.12.014.007 aprepuia 1500
A04.12.015.008 TpynnekcHoe TpaHCKpaHWansHOe CKaHMpPOBaHWe BeH roNOoBHOTO Moara 1250
AD4.12.015.002 TPUNNEKCHOE CKaHWPOBaHWE BEH KOHEYHOCTEH (BEPXHIX MM HIDKHIX) 2000
A04.12.014.005 TpunnexkcHoe CKaxWpOBaHWE 8pTepUi KOHEYHOCTEN (BEPXHUX MK HKHIMX) 2000
AD4.12.014.006 TPUNNeKCcHOe CKakUpoBaHWe aopTbl 1400
A04.04.001 YnbTpa3sykoBOE UCCneaoBaHue cycrasa 1250
A04.14.001.018 AnacTorpadus neveHn 1200
A04.20.002.001 3nacTorpadma MONOYHBIX Xenea 1200
A04.22.001.001 JnacTorpatus LUMTOBMAHOR Xeneabl 1200
AD9.05.023.010 Onpefenexue rnMkemMmuyeckoro npoduns 665
OnpeaeneHve rniokossl B BEHO3HOW (KanunnApHOW) KPOBW Ha
A09.05.023.008 nonyasToOMaTU4ECKOM aHanusaTope 200
B03.016.003 OBLYWA (KNMHWUHECKWUIA) 8HANKS KDOBM PA3BEPHYTHIA 460
A12.05.001.001 OnpepeneHue CKOPOCTW OCBAaHUA 3PUTPOUMTOB KPOBM 115
B03.016.002.003 OBupir aHanva Kpoeu ¢ $opmynoi (aeT.meTon) 400
B03.016.002.002 OBumi aHanua kpoeu 6e3 bopMynbl (BBTOMAETUYECKUIA METOA) 170
A12.21.015 Sperm - Map - Tecr (py4Hon MeToa) 2000
B03.016.014 WccneaosaHue mouu MeTogoM HeunnopeHko 350
AD9.28.022 Onpepenerve yaensHoro Beca (OTHOCUTENLHOW NNOTHOCTW) MONK 540
B03.016.006 OBWMA (KNTUHWHECKWIA) aHaNK3 MOYU 400
MukpopeakuyWa NPeLen1TaLi C KapAMONUNKHOBEIM AHTUFEHOM C
A25.30.116 WHEKTMBMPOBAHHON CbIBOPOTKOW (Ka4ecTBeHHOE UCCNeaosaH1e) 250
AD9.28.006.006 MNpoba Pebepra 455
A12.21.013 PaCLLIHEHHOB uccneaoBaHue 3skynaTa 800
Mccnegosanve cnepmaTo3onaos METOL0M CTPOron Mopdonoruu (Tect
A08.21.009.010 Kprorepa) 600
A12.19.006.010 MWKPOCKONWYECKOe UCCNeaoBaHue Npenaparos Kkana 355
A12.05.005.011 OnpepneneHxue rpynns| KPOBW U pesyc-cbaktopa 500
A09.05.235 Wccnenosanve yposHa 25-0H sutamuna [l 8 kposwn 1600
A08.05.005.001 MoacueT TPOMGOUMTOB KDOBM B OKPALEHHbIX Maskax no PoHvo 300
B03.053.002 Cnepmorpamma 1400
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OnpegeneHue aKTMBHOCTH KpeaTUHEPOCHOKMHA3L! B ChIBOPOTKE KPOBM Ha

A09.05.043.001 nonyasToOMaTU4eCcKOM aHanu3aTope 300
A09.05.033.001 OnpepeneHwne HeopraHudeckoro dochopa B CbiB. KPOBM (pyyH. MeToa) 150
OnpeaeneHne akTHBHOCTU ramma-rnyTaMuHTPaHCehepasbl B CbIBOPOTKE
A09.05.044.002 KPOBMW Ha NonNyasTOMaTM4YeCcKOM aHanwaarope 230
OHDSASHSHMB 8KTWBHOCTW NaKkTaTAernaporeHassl B CbiIBOPOTKE KPOBW Ha
A09.05.039.002 2BTOMaTW4eCKOM aHanusarope 200
OnpeaeneHne rNMKO3MPOBAHHOIO reMornobiHa B UENsHOW KPOBKW Ha
A09.05.083.002 aBTOMaTU4ECKOM aHanuaarope 650
OnpegeneHne akTWBHOCTH NUNa3bl B CLIBOPOTKE KPOBM HA ABTOMATHHECKOM
A09.05.173.002 aHanuaarope 250
OnpeaeneHne anbbyM1Ha B CLIBOPOTKE KPOBM Ha GBTOMATUYECKOM
A09.05.011.003 aHanuaatope 150
AD9.05.007.003 OnpefenaHme xeneaa B ColBOPOTKE KPOBK 160
Onpepenexue kansu1sa B CLIBOPOTKE KPOBW Ha aBTOMaTU4ECKOM
AD9.05.032.001 aHanusarope 150
AD9.05.032.002 Onpenenenxve kanbuys 8 CoIBOPOTKE KPOBK 114
Onpepenenve obuwero Genka B CIBOPOTKE KPOBM HA NOMYaBTOMATUHECKOM
A09.05.010.001 aHanwsatope 230
A0S.05.021.005 Onpegnenenue obwero BunvpybiHa B CbIBOPOTKE KPOBM 200
Onpenenexue npsamoro GunupybuHa B CbIBOPOTKE KPOBU Ha
A0S.05.022.004 8BTOMAaTUYECKOM aHanuaaTtope 200
Onpegenenue pesmaTonaHOro hakTopa B CIBOPOTKE KDOBU Ha
A12.06.019.004 aBTOMAaTUHECKOM aHan1aaTope 320
A09.05.009.004 Onpenenenue C-peakTueHoro Genka B CHIBOPOTKE KDPOBW 280
Onpeaenexue anaHWH-aMMHOTPaHCchepasbl B CbIBOPOTKE KPOBM Ha
A0S.05.042.003 NOMNyasTOMaTHHECKOM aHanuaarope 200
Onpeaenexve acnapTaT-aMMHOTPAHCepa3bl B ColBOPOTKE KPOBM Ha
A0S.05.041.003 nonyasTOMaTU4YECKOM aHanuaarope 200
Onpepenexue amunassl B CHIBOPOTKE KPOBM Ha NOMyaBTOMATUIECKOM
AQ09.05.045.004 aHanvaarope 250
OnpeneneHue KPEaTMHWHA B CbIBOPOTKE KPOBM Ha MONYaBTOMAaTWUHECKOM
A09.05.020.002 aHanwaarope 200
OnpeaeneHure MoYeBNHLI B CbIBOPOTKE KPOBW HA NONYaBTOMATUHECKOM
AD9.05.017.002 aHanuaarope 220
OnpepeneHne MOYEBOW KMCNOTLI B ChIBOPOTKE KPOBM Ha
A09.05.018.002 nonyasTOMaTUYeCcKOM aHanuaarope 220
OnpeaeneHne TPUINULEPMAOB B CLIBOPOTKE KPOBM Ha NONyaBTOMATAYECKOM
A09.05.025.002 aHanuaarope 250
Onpeaenerne xonecTepuHa B CbIBOPOTKE KPOBM Ha NONYaBTOMAaTHHECKOM
A09.05.026.002 aHanuaarope 250
OnpeneneHue LWeno4Hol thocdaTassl B ChIBOPOTKE KPOBM Ha
A09.05.046.003 NONyasTOMAaTU4ECKOM aHanWw3aTope 220
Onpeaenerve NaHKpeaTU4ECKOA aMHNa3bl B ChIBOPOTKE KPOBM Ha
A09.05.045.006 a8TOMAaTUYECKOM aHanuaaTope 155
A12.06.015.003 Onpenenexue aHTucTpenTonuavHa-O B coIBOPOTKe kKpoau (aaT., Ao 100 aH.) 440
OnpepaeneHie NMNONPOTEMAOB BLICOKOR M HU3KOM NNOTHOCTH B CLIBOPOTKE
A09.05.004.001 KPOBMW Ha NONyaBTOMaTUMECKOM aHanusarope 550
Onpeaenexue cooTHOWEHUA BenKoBbIX DPaKLMA METOAOoM
A09.05.014.001 BbICOKOYYBCTBUTENLHOMO KaNUNNAPHOro anekTpogopesa 550
A09.05.132.003 OnpepeneHne MarHus B CbIBOPOTKE kpOBM 250
OnpeaeneHie xnopa & CbIBOPOTKE KPOBM Ha NOMyABTOMATUYECKOM
A09.05.034.002 aHanvsaTope 99
OnpeaeneHne akTUBHOCTM LLIGNOYHOM docdarassl B CbIBOPOTKE KPOBM Ha
A09.05.046.002 ABTOMAaTWYECKOM aHanusarope 200
KonuyecTeeHHoe onpeaeneHle aHTUTenN K TMPeornoGyniHy B KPOBM
A12.06.017.001 METOAOM UMMYHOXEMUITIOMUHUCLLEHTHOTO aHanusa 450
KonuuyecteenHoe onpesaeneHve oBLUero TMPOKCUHA B KPOBW METOAOM
A09.05.064.001 PaavoMMMYHONOrMYECKOro aHanuaa 420
KonuuectaerHoe onpepeneHine cB0G0AHOMO TPUMOATMPOHWHE METOAOM
AD9.05.218.001 WMMYHODEPMEHTHOro aHanuaa 420
KonuuecteenHoe onpefeneHie aHTUTen K TPeOrnoByniHy 8 kposn
A25.30.113 METOAOM PafMOUMMYHONOMMHECKOrD aHanuaa 515
OnpegeneHue cBOGOAHOM TPMIACATUPOHWHE T-3 B CbIBOPOTKE KpOBW
A08.05.218.002 METOAOM UMMYHO(DEPMEHTHOrO aHanuaa Ha aBTOMaTUYECKOM aHanu3aTope 420
OnpejeneHue TYPeOTPONHOD FOPMOHA B CLIBOPOTKE KPOBIM METOAOM
A09.05.065.001 MMMYHO(EPMEHTHOTO 8HaNW3a Ha aBTOMATUHECKOM aHanusaTope 450
A25.30.134 OnpeaeneHke aHTUTen K TMPEOUAHOM nepokcupaze (AT-TMO) 520
OnpeaeneHke TMPOKCUHA B ChIBOPOTKE KPOBM (2 NapannensHsix
ONPeAeneHns B KaXA0M CbIBOPOTKE) METOAOM UMMYHO(EPMEHTHOrO
A09.05.061.002 aHanuaa 420
Onpepaenerue TPUHOATUPOHMHA B CHIBOPOTKE KPOBM (2 NapannensHbix
ONpeAeneHus B KaXIoM CoIBOPOTKE) METOAOM MMMYHO(EPMEHTHOrO
A09.05.062.002 aKanuaa 330
OnpezaeneHue TMPEOTPONHOIO rOPMOHA yNETPaqyBCTBATENEHOMO (TTr3)
A09.05.065.004 METOLO0M MMMYHOX@MUNIOMWHECLEHTHOMD aHan1aa 450
Onpegenexne aHTUTEN K THDEOWAHON NEPOKCHAE3e METOAOM MMMYHO-
A25.30.170 EPMEHTHOrO aHanMaa Ha NoNyasToMaTUHECKOM aHanwvsarope 420
A09.05.119 ViccnefoeaHue ypoBHA KanbUWTOHMHE B KDOBM 660
KonuuecteeHroe onpegeneHue TupeornobynuHa B KPOBW METOAOM
A09.05.117.001 PaAroMMMYHONOMMYECKOro aHanvaa 445
A09.05.064 Wcenenosanue yposHs obuiero Tupokcura (T4) ColBopoTkM KpoBM 420
ADS.05.056.002 Konn4ecTseHHoe onpeaeneHue MHCYNMHa B CLIBOPOTKE kpoau (PHUA) 600
AD9.05.009.002 Onpegenerve C-nentuna KDOBY MMMYHOXEMWTIOMUHECLEHTHBIM METOAOM 850
Onpepenenie KOHLEHTPaLMI MKOTEMHUINPYIOLLEro rOPMOHA B KPOBM
A09.05.131.002 METOR0M UMMYHO(EDMEHTHONO aHaNKaa Ha aBTOMATUYECKOM aHanu3aTope 420
OnpeaeneHue HONNMKyYNOCTUMYUPYHOLLETO ropMOHaE METOAOM
ADS.05.132.004 MMMYHOXEMUNMIOMUHECUBHLMW 380
KonuuecteenHoe onpepenexne NTeMHraMpyoLLero ropMoHa B CbIBOPOTKE
A09.05.131.001 KPOBW METO40M MMMYHOMEPMEHTHOrO aHanuaa 290
KonudecTeeHHoe onpegeneHme NporecTepora 8 CLIBOPOTKE KPOBI METOROM
A09.05.153.001 PafOUMMYHHOTO aHanuaa 420
A09.05.087 Mcenenoeanue yposHA NponakTyHa B kposu 420
A09.05.154 Wccneposanme yposHa obuyero actpagmona B Kposu 500
Konu4ecTeeHHOe OnpeaeneHle TECTOCTEPOHA B CLIBOPOTKS KPOBY METOAOM
A09.05.078.003 PaAMOMMMYHONOMMYECKOro aHanusa 420
Onpepenerue NpoNakTUHa 8 CbiBOPOTKE KPOBM METOAOM
AD9.05.087.004 MMMYHOEPMEHTHOrO aHanvaa 380
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Konu4ecTeeHHoe onpeaeneHie TECTOCTEPaHA B CbIBOPOTKS KPOBK METOAOM

445

A09.05.078.002 MMMYHOXEMUNHOMUHECUEHLMM
KonuuecTeeHHoe onpegeneHmne 3cTpaguona B CbiBOPOTKE KPOBU METOACM
A09.05.154.002 UMMYHOXEMWUNIOMUHECUEHLIWA 380
OnpeaeneHne oNykyNOCTUMYNWPYHLWEro rOPMOHa B KPOBW METOA0M
A09.05.132.002 UMMYHOCDEPMEHTHOMO aHanv3a Ha aBTOMaTOW4eckoM aHanu3arope 420
A09.05.151 OnpeaeneHWe yPOBHA NPOrecTepeHa B Kposu 420
A09.05.078.001 ViccnenosaHue ypoBHs c8000AHOMD TECTOCTEPOHA B KPOBH 520
Wccneposanve ypoeHA rnobyninHa, CBR3LIBAIOLLErD NONOBLIe TOPMOHB!, B
AD9.05.160 KpPOBW 600
AD0S.05.342 OnpeaenexH1e aHTMCNepManbHbIX 8HTUTEN B CbIBOPOTKE KpOBM 455
KonwyecTeeHHoe onpeaeneHve AervapoanaHapocTepoH-cynedara e
A07.05.005 CbIOPOTKE KPOBM YENOBEKa PAANCHMMYHONOMMHECKUM METOAOM 450
OnpeaeneH1e KOPTUIONA B CLIBOPOTKE KPOBK METOAOM
A09.05.135.002 WMMYHOEPMEHTHOTO 2Hanu3a Ha asTOMATUHECKOM aHanuaarope 420
KonuyecteeHHoe onpepeneHWe KopTuaona HMMyHUXSMHﬂK’MIﬁHMCH@I—WHhIM
A09.05.135.001 METOAOM 280
A09.05.069 WccnenosaHue ypoBHA ansi0CTepoHa B KpoBK 720
A09.05.139 WccnenosaHue ypoBHA 17-rapokcunporecTepoHa B Kposu 520
Wccneaosanve ypoBHA XOPHOHMHECKOrD rOHaAoTPONUHE B CIBOPOTKE KPOBWA
A09.05.090.001 |MMMYHODNYOPECLEHTHBIM METOL0M 850
OnpepeneH1e XOpUoHUHECKOro roHaa0TPONUHE B CoIBOPOTKE KPOBK
A09.05.090.002 METO10M UMMYHOXEMUNIOMUHECUEHTHOTO aHanusa 420
A09.05.089 Wccnenosanme ypoBHa anbda-heTonpoTenta B CbiIBOPOTKE KPOBM 450
OnpepeneHve ansda-heTonpoTeMHa MeToAO0M
A09.05.089.002 MMMYHOXEMUNIOMUHUCUEHTHOrO aHanuaa 455
WccnegosaHne ypoBHA Benka A, CBA3aHHOro ¢ 6epeMeHHOCTLIO, B KPOBK
A09.05.161 (PAPP-A) 360
A09.05.130 Wccnenoeanve ypoBHA NPOCTaTCNeUMpUHEcKoro aHTUreHa B kposu 450
OnpegeneHue oHkomapkepa CA-19-9 MeTOA0M WMMYHODEPMEHTHOTO
A09.05.201.001 aHanw3a Ha asTOMaTU4YecKoM aHanvaaTope 550
Wccnepoaxue yposHA cB0BOAHOrO NPOCTaTCneumMr4eckoro aHTureHa B
A09.05.130.001 KPOBM 450
Wccneposanue ypoBHA onyxoneaccouuvposarHoro mapkepa CA 15-3 8
KPOBM METOAOM MMMYHODEPMEHTHOrO aHan3a Ha asTOMaTUYeCKOM
A09.05.231.010 aHanvlarope 550
Onpepenexue oHkomapkepa CA-125 MeToaomM MMMyHO(EpPMEHTHOMo
A09.05.202.002 aHan13a Ha aBTOMaTU4ecKOM aHanusarope 450
Onpepenexne pakosoamBpuoHansHoro aHTureHa (CEA) metonom
AD9.05.195.001 WMMYHO(E@PMEHTHOIO aHanvaa 450
Onpeaenerue aHTuren knacca M (IgM) k xnamuany Tpaxomatuc (Chlamydia
A26.06.018.002 trachomatis) B kposwm 260
Peakuns MMMyHODNIOOPECUEHUMA ANA CreuMduieckon cepo- 1
A25.30.131.001 NTMKBOPOAWArHOCTMKA Cucbunuca 250
OnpegeneHne aHTireHa k supycy renatuta B (HbsAg Hepatitis B virus) B
A26.06.036.013 KPOBM METOAOM WMMMyHOXpOMaTorpadum 460
Onpepenexue aHTuTen HCV (NoATBEpKAGHHLIW TECT) B ChIBOPOTKE KPOBM
A25.30.120 METOAOM UMMYHO(DEPMEHTHOTO aHanuaa 460
OnpeaeneHne ummyHornobynuHoe G (IgG) k xnamuauam TpaxomaTvc
(Chlamydia trachomatis) & CbIBOPOTKE KPOBK METOAOM MMMYHOGEPMEHTHOrO
A26.06.018.016 aHanvaa 260
Onpepenexwe aHTvTen knacca lg G k ToKCOMnaame B CbIBOPOTKE KPOBK
A26.06.126 |METOAOM MMMYHODEPMEHTHOrO aHanwsa 260
OnpeaeneHne aHTuTen knacca Ig G k uMromeranosmpycy B CbIBOPOTKE
A26.06.021.020 KPOBM METOAOM MMMYHOGEPMEHTHOO aHanuia 260
OnpeaeneHune aHTvTen knacca M (IgM) k Tokconnaame (Toxoplasma gondii)
A26.06.081.002 B KPOBM METOAOM UMYHO(EPMEHTHOrO aHanu1aa 260
OnpepeneHue aHTuTen knacca M (IgM) k yutomerancevpycy
A26.06.022.002 (Cytomegalovirus) 8 kpoeu 260
OnpepeneHwne aHtuTen knacca G (IgG) k TpuxuHennam (Trichinella spp.) 8
A26.06.079.010 CbIBOPOTKE KPOBU METOL0M MMMYHOMDEPMEHTHOrO aHanuaa 225
OnpeguneH1e aHTUTEN K aHTUreHam SXUHOKOKKOB B CIBOPOTKE KPOBM
A25.30.126 METOAOM UMMYHOMEPMEHTHOMO aHanuaa 225
OnpeaeneHine HBS-AG B CbIBOPOTKE KPOBM METOROM
A25.30.179 MMMYHOXEMWNIOMWHECUEHTHOro aHanvaa 420
A25.30.132 Peaky1sa naccusHOW reMarrNioTMHALMM ANS AHArHOCTUKM cudunvca 235
OnpepneneHve aHTuTen k Toxocara 8 CbIBOPOTKE KPOBU METOA0M
A25.30.142.001 WMMYHOEPMEHTHOIO aHanu3a, KoNM4eCTBEHHOE MCCNeaoBaHne 420
Onpepnenenve anTuTen knacca M (IgM) Mycoplasma pneumonia MeToaom
A26.06.057.010 MMMYH MEHTHOIO aHanuaa 260
Onpenenerue axtuTen knacca G (IgG) k Mycoplasma pneumonia meToaom
A26.06.057.011 WMMYHOMEPMEHTHOro aHanuaa 270
Onpeaenerve ummyHornoBynuHa Ig E B CbIBOPOTKE KPOBM METOAOM
A25.30.172 WMMYHOXEMUNIOMWHECLEHTHOTO aHanuaa 420
A26.06.015.001 Onpenenexue aHTuTen knacca A K xnamuawsm (Chlamydia spp.) B kposu 270
KonuyecTeeHHOE OnpeaeneHue coMaToTponHOro ropMoHa B CbIBOPOTKE
A09.05.066.001 KPOBM METOAOM pagvoMMMYyHONOrMHECcKOro aHanvaa 460
Onpegenexne aHTuTen knacca G K xenukobaKkTep NMNopKU METOLOM
A25.30.175 VIMMYHOXEMWNIOMUHUCLIEHTHOMO aHanuaa 500
OnpeaeneHne cyMMapHbIX 8HTUTEN K aHTUreHaMm ackapua B CbIBOPOTKE
A26.06.121.010 KPOBM METOAOM MMMyHOGEPMEHTHOrO aHanuaa 550
OnpeaeneHne aHTvTen knaccos A, M, G (IgA, IgM, IgG) k xnammuamm
A26.06.016 nHesmoHuv (Chlamidia pheumoniae) B kpoeu 240
Onpepnenexne ummyHornoGynuHoe G (IgG) k Chlamidia pheumoniae B
A26.06.016.001 CbIBOPOTKE KPOBU METOAOM UMMYHO(DEPMEHTHOTO aHanuaa 240
Onpeaenexwe aHTuTen knacca M (IgM) k Bupycy npocToro repneca 1 1 2
A26.06.045.003 Tnoe (Herpes simplex virus types 1, 2) B kposu 260
Onpenenexve aBsuaHOCTH aHTMTeN Knacca G K BMPYCy NpOCToro repneca 1 1
A26.06.046.002 2 TvnoB (Herpes simplex virus types 1, 2) 8 kposu 260
OnpepeneHue ummyHornoBynuHos knacca A (IgA) K MUKONNa3Me XOMWHIC
(Mycoplasma hominis) B CbIBOPOTKE KDOBM METOAOM MMMyHO(EPMEHTHOTO
A26.06.174.002 aHanusa 260
Onpepnenerune umyHornobyniHos knacca G (IgG) k Bupcy repneca 6 Tvna
A26.06.160 CbiBOPOTKE KPOBW METOAOU MMMYHOMEPMEHTHOMO aHanuaa 255
Onpeaenerue ummyHornobyniuHos knacca G (IgG) k (Mycoplasma hominis )
A26.06.135.002 B CbIBOPOTKE KPOBA METOAOM WMMYHOMEPMEHTHOIO aHannaa 260
A26.06.181 Onpeaenexve aHTuTen K ypeannaame (Ureaplasma spp) 8 CbIBOPOTKE KpOBU 260
OnpeaeneHue aHTuTen knacca M (IgM) k Bupycy kpacHyxv (Rubella virus) 8
A26.06.142 CbIBOPOTKE KPOBM METOAOM MMMYHOXEMWITIOMUHECUEHTHOMO aHanuaa 260
OnpegeneHwe aHTuTen knacca G (IgG) k BupycCy kpacHyxu (Rubella virus) B
A26.06.143 CbIBOPOTKE KPOBWM METOAOM NWMMYHOXEMUIMTIOMUHECLIEHTHOIO aHanuaa 260
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OnpeaeneHne uMMyHornoBynuHoe knacca M(IgM) k aHTvureHam nAMONUA
(Lamblia intestinalis) B CbIBOPOTKE KPOBM METOAOM MMMYHOEPMEHTHOIO

500

A26.06.032.012 aHanu3a
OnpeaeneHne aHTHTEN K 8HTUreHaMm OnuCTOpPX03a B CoIBOPOTKE KPOBKM
A26.06.062.001 METOA0M MMMYHOMEpPMEHTHOro asanuaa 225
Onpenenexve nmyHornoSynuHoe G (IgG) k ypeannaame (Ureaplasma spp)
A26.06.181.001 B CIBOPOTKE KPOBM METO10M MMMYHO(EPMEHTHOD aHanuaa 260
Onpeaenexue ummMyHornoByn.knacca G (IgG) k HykneapHoMy awTureHy (NA)
A25.30.139 Bupyca 3nwreiHa - bapp 8 cbiBopoTKE kpoBu MeToaoM UOA 225
OnpepeneHue nmMyHornobyn. knacca G (IgG) k paHHemy antureHy(EA)
A25.30.139.001 BMpyca JnwreiiHa - bapp B ceiBOpOTKE KpoBW MeTogom MDA 225
Onpepenexvie uMmyHornoBynuHoe knacca M(IgM) n G(IgG) k Cor-Ag u NS
Genkam BupycHoro renatvta C B CbIBOPOTKE KPOBM METOAOM
A25.30.148 WMMYHOMDEPMEHTHOMO aHannaa 380
Onpegenenre umMyHornobynuHos knacca M (IgM) k kancuaHomy
aHTureHy(VCA) Bupyca 3nwreiiHa - Bappa B CbiBOPOTKE KPOBW MBTOA0M
A26.06.028.003 WMMYHOMEPMEHTHOrC aHan1aa 220
A25.30.119.001 Onpeaenexwe aHTuTen K NAaMOBnuaM (B cepvn) 275
OnpepeneHune aHTuTen knacca G (IgG) k kopoHaeupycy SARS-CoV-2 B
A26.06.182.004 CbIBOPOTKE KPOBY METOAOM MMMYHO(EPMEHTHOro aHanvaa 550
A26.06.182 OnpegeneHne aHTuTen K kopoHosupycy (Coronavirida) 8 kposu 550
Onpepenexwve aHTuTen knacca M (IgM) k kopoHaempycy SARS-CoV-2 B
A26.06.182.006 CbIBOPOTKE KDOBW METOAOM UMMYH: MEHTHOrO aHanuaa 550
A09.05.066 Wcenenosanne ypoBHA COMATOTPONHOM ropMOHa B KPOBW 315
A25.30.273 McenenosaHne BpeMeHn CBEPTbIBAEMOCTH KDOBU 200
A12.05.015.002 OnpeaeneHwe BpEMeHN KDOBOTEUSHUA 200
A09.05.050.004 OnpeaeneHwne coaepxaHus pubp1HOreHa B nnNaame Kpoem 240
A12.05.028 Onpepnenexve TPOMBMHOBOrC BPEMEHM B KPOBK 220
OnpeaeneHke aKTHBMPOBAHHOIO YACTUUHOO TPOMBONNACTMHOBOIO BPEMEHK
A12.05.027.010 (AYTB) B KPOBM Ha aBTOMAaTW4YECKOM aHanuaarope 220
A12.05.027.014 Onpenenexne NpoTPOMEMHOBOO MHABKCA Ha ABTOMATUUECKOM aHanuaarope | 240
OnpeaeneHne MeXAyHapOAHOro HOPManNW3oBaHHOro oTHoweHust (MHO) Ha
A25.30.276.001 NoNyasTOMaTU4ECKOM aHanusarope 210
AQ9.05.076 WccnenosaHuve ypoBHA deppuTvHa B KpOBK 480
A25.30.218 OnpeaeneHue KONM4ECTBa 303MHOMMUNOB B MA3Ke-0TNeYaTke 250
A03.26.001 BUOMMKPOCKONKA rnasa 350
AQ2.26.015 OdTansEMOTOHOMETPHUA 200
A02.26.005.001 NepumeTpus 063opHan 300
A03.26.007 OnpeaeneHne peTHHANbHOM OCTPOTbI 3pEHUS 300
AQ02.26.003 Odbransmockonus 450
A23.26.001 Moabop O4KOBOW KOPPEKLMK 3peHWs 650
B01.029.011 KoHcynbTauma spava-odransmonora 1400
A21.26.001 Maccax BeKk MeauLMHCKMA 250
A21.26.019 MpoMbiBaHWE KOHBIOHKTMBHOM MONOCTH 450
A11.26.004 MpombiBaxUe CneaHbIx NyTen 450
A02.26.028.002 MNoabop 04KOB B COCTOAHWM LIMKNONNErvK 600
A16.26.051 YnaneHve MHOPOAHOrO Tena poroeuLb! 950
A02.26.028.001 Moabop oukos 700
A11.26.011 MNapa- 1 peTpobynsL6apHsie MHLEKLMK 350
A03.26.002 oHuockonus 400
B01.015.010 MNpuem Bpaya-kapauonora 1400
A05.10.006.003 InekTpokapauorpatuyeckoe uccneaosanue B 12 oTeeaeH1sx 400
PacwudpoBka, OnucaHve v MHTEpPNPETaLUWA aNeKTPOKapAMOrpauyeckmx
A05.10.004 [laHHbIX 400
XONTepOBCKOE MOHUTOPMPOBAHWE CePAEYHOro pUTMa B TeueHve 20 - 24
A05.10.008.004 yacos 2000
B01.002.011 MNpyem Bpaya annepronora 1400
A11.09.007.001 VHranaTopHoe BBefeHWe NekapCTaeHHbIX Npenaparos yepea Hebynaiisep 300
A12.09.019 Cnuporpacus ¢ komneoTepHon obpaboTkoi 1200
A12.06.006 HakoxHbIe MCCNeaoBaHWs peakuii Ha annepreHs 300
B01.002.013 OBpauieHme no noogy 3abonesaHus k Bpasdy-annepronory-MMMyHonory 2100
B03.002.004 Komnnekc uccnenoBaHuin ANA BoIABNEHWA annepreHa 4029
A11.01.002 MoAKoXHOE BBEASHUE NEKAPCTBEHHbLIX NpenapaTos 300
A06.01.001 KomnbioTepHan Tomorpadus Markiux TkaHed 3000
AD6.01.001.001 KomnbroTepHas TomMorpatus MArkMX TKEHER C KOHTPacTUpOBaHWeM 7000
A06.03.002.009 KomnbtoTepHan Tomorpadma 4eniocTHO - N1uesoi 06NacTi C ycuneHnem 7000
A06.03.004.011 KomnbioTepHas ToMorpahus 4enicTHO - NULeBol obnacTu 3000
A06.03.012 KomnbloTepHan Tomorpadua wewn 3000
A06.03.058 KomnbloTepHas ToMorpadms NO3soHONHMKA (0AWH oTAEN) 3000
KomnetoTepHas ToMorpadus No3BOHOYHMKE C BHYTPUBEHHBIM
AD6.03.058.003 KOHTpacTuposaHveM (oavH oTaen) 7000
AD6.03.062 KomnbroTepHan ToMorpadima KocTu 3000
AD6.03.068 KomnbtoTepHas Tomorpadgua KocTel Tasa 3000
A06.04.015.001 KomnetoTepHasn TOMOrpanA BMCOYHO-HIKHEHYENOCTHOrO CycTasa 3000
A06.04.017.001 CnvpansHan KoMNelTepHan Tomorpatus cyctasa 3000
A06.08.007.007 KomnblotepHas TOMOrpachitAl OKONOHOCOBbIX NA3yX B AKCHaNbHOM NPOeKLM 3000
KomnbioTepHan Tomorpachvis Weu ¢ BHyTPUBEHHbIM BONKOCHBIM
A06.08.009.002 KOHTPacTMPOBaHUEM 7000
A06.12.052 KomnbioTepHo-Tomorpadmyeckan aHmorpadmus aopTbl 7700
KomnbioTepHo-Tomorpauueckas aHrMorpacus GprWLHOM a0pTe! 1
A06.12.052.001 noAB30WHbIX COCYA0B 7700
KomnbtoTepHo-Tomorpatuyeckan aHrMorpathia COCYA08 HIDKHMX
A06.12.053 KOHEYHOCTEeM 7700
A06.12.056 Komnbm'repuo-'romorpammeckan anmorpaQMﬂ COCYA0B ronosHoro mMoara 7700
AD6.12.057 KomnbtoTepHo-Tomorpadueckan aHrMorpads NerosHbIX Cocyaos 7700
AD6.12.058 KomnbioTepHo-ToMorpadmyeckan aHrorpadms GpaxvouedansHelx apTepuii 7700
AD6.23.004 KomnetoTepHas TomMorpadus ronosHoro Moara 3000
KomnstoTepHan ToMorpadiia ronosHOro MO3ra C BHyTPMBEHHEIM
AD6.23.004.006 KOHTPacTUpOBaHUEM 7000
AD6.25.003 KomnsroTepran ToMorpadiua BUCOYHOM KOCTH 3000
AD6.26.006 KomnstoTepHan Tomorpacdvs rnasHvye! 3000
KomnbioTepHan TOMOrpathva rasHuls! ¢ BHYTPUBEHHBIM GOMOCHBIM
AD6.26.006.001 KOHTPACTUPOBaHHUEeM 7000
A06.28.009 KomnistoTepHan ToMorpadiva NoYeK M HAANOYEYHUKOB 3000
KomnetoTepHan Tomorpadima Nouek M BEpXHUX MOYEBLIBOAALLMX MyTeNn C
ADB.28.009.001 BHYTPUBEHHbIM GONIOCHLIM KOHTPACTMPOBAHHWEM 7000
A06.30.005 KomnstoTepHan Tomorpadms opraHos GprolHOR nonocTv 3000
KomnbioTepHas Tomorpacus opraros BpioLUHOA NONOCTH U 3aBPrOLWMHHOT
AD8.30.005.002 NPOCTPaHCTBA € BHYTPUBEHHLIM GONKOCHLIM KOHTPACTUPOBAHNEM 7000
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A06.30.036 KomnsioTepHan ToMorpadus OpraHos rpyHO KNeTku 3000
A06.30.036.001 KOMNbHOTEpHaR TOMOrpadvis OPrakos rpyAHOR KETKM C yeuneHmem 7000
A06.30.094 KomnbHoTepHan TOMOrpadus OpraHos Manoro Tasa 3000
CnupansHas KOMMsKTEPHaR ToMorpachMA OPraHoB Manoro Tasa ¢
A06.30.094.002 BHYTPMBEHHBIM BONKICHLIM KOHTPECTUPOBAHWEM 7000
AD6.30.002.001 ONUCaHWe M MHTePNPETaUMA KOMMLIOTEPHbIX TOMOTPAMM 1500
B01.004.004 KoHcynsTauwa Bpaya-racTposHTeponora 1400
A03.16.001.031 Sm_a_roracrponycnanocxonm AWarHocTu4eckas 2350
A03.16.001.007 330¢paroracTpoOAYyCAEHOCKONUA AUArHOCTAYECKAs y nerev oT 5 no 18 net 2600
A03.16.001.009 DaocharoracTpoOCKONMA AuarHoCTUueckan y neteit ot 5 ao 18 ner 2500
AD3.16.003 33odharoracTpoCcKoN1a 2250
A03.18.001 KonoHockonust 2600
A03.19.004 PeKToCUrMOMAOCKOMNMWA 2000
A03.16.001.011 Brcnpecc TecT Ha xenvkobakTep npu ¢bporacTpoayoneHOCKONMK 600
A11.17.002 BHUONCHA TOHKOW KULLKW 3HAOCKONUYeckan 300
A11.18.001 Buoncus 060A04HOW KMLLIKK 3HACCKONWUYECKan 300
A11.16.002 BMONCUA KenyaKka C NOMOLLBK 3HAOCKONUKA 300
A11.16.001 ByoncUA NULEBoAa ¢ NOMOLLBK IHAOCKONUKA 300
B01.054.001 OcMoTp (koHCynbTauus) Bpada-puranoTepanesta 1400
A17.04.001.004 OnekTpodopes neuebHON rpA3bI0 NPY NaTonoru Cycrasos 205
A21.01.007 BakyyMHbI MECCEX KOXMU 310
A17.24.002 T anbeaHW3auus nNpu 3a60NeBaHuax NepudhepU4eckon HEPBHON CUCTEMbI 205
A17.30.035 3nNeKTpOCTUMY NALMS 310
A22.30.006.001 3nexTposMBpoMaccax 310
A17.02.001 BNeKTPOCTUMYNALWA MbiLuLy 260
A17.30.034 YnsTpadoHOope3 NekapcTeeHHbIn 260
A17.30.032 Bo3nencTene TOKaMW HaATOHANEHON 4acToTh! 155
A22.04.001 BHyTp1CyCTaBHan naseporepanus 225
A19.26.001 YNpaxHeHUA ANA BOCCTAHOBNEHWA 1 YKPENNeHus BUHOKYNAPHOrO 3peHns 200
A14.05.001 MocTaHoBKa NWABOK 925
B01.054.006 TIp1em (OCMOTP, KOHCYNbTaUMR) Bpada-pedinekcoTepanesTa NepanyHbI 1400
A21.01.007.001 BaHOuHbIA MACCaX KOXU 750
A21.01.012 To4eyHbIA Maccax 750
A21.23.002 PednexkcoTepania npi 3abonesaxmax LUeHTPansHoW HOPBHON CUCTEMBI 2000
A21.24.002 Pecbnekcorepanua npu 3abonesanusx nepudepn4eckoi HepBHOA CUCTEMBI 2000
A21.01.011 Pedbnekcotepanua Npy 3a60NeBaHmMsX KOXMW M NOAKOXHO-KMPOBON KNETHATKMA 2000
A21.30.027 AypuKyNsipHas petnekcoTepanuva 750
A21.30.026 KopnopaneHas pednekcoTepanvs 1600
A21.30.028 KpaHuopednekcotepanus 750
A21.30.008 MwukpournopegpnexkcoTepanmsa 750
A21.30.012.001 WHbeKUMOHHan (nekapcTeeHHan) pednekcoTepanun B nanare 750
A21.30.011 MosepxHOCTHas (koxHan) pednekcoTepanvs 750
A21.30.013 MNprxMraHue NonbiHHOW chrapov 750
OaWH KOWKO-AEHb NeYeHUA GONbHOTO B OTAGNEHUA AHEBHOMO CTaUMoHapa
B01.023.003.011 (npodhunb HEBPONOIMHECKWA) 1500
OpauH KOWKO-fieHs neveHns BoNLHOMD B OTAENeHWA AHEBHOrO cTauuoHapa
B01.015.006.011 (NPOdUNb KapAUONOrMHECKAA) 1500
OAVH KOWKO-aeHb NeyYeHUs GONLHOrC 8 OTAENEHUM AHEBHOMO CTauuMoHapa
B01.040.003.011 (npodmnb peBMaTONOTUHECKII) 1500
OpfuvH KOWKO-ieHb neveHnsa BoNLHOro B OTAENEHWW AHEBHOro cTauuoHapa
B01.047.009.011 (npodune TepaneBTUHEckmiA) 1500
OauH KOMKO-AEHb Ne4eHWs BONBHOTO B OTABNEHUM AHEBHOIO CTauMoHapa
B01.058.006.010 (NPOMNb IHAOKPUHONOTMYECKMA) 1500
A11.02.002 BHYTpUMBbILLIEYHOS BBEIEHWE NEeKapCTBEHHbIX Npenaparos 250
A11.12.003 BHyTpuBeHHoe BBeAEHWE NeKapCTBEHHbIX NpenapaTos 600
B01.001.017 MNprem Bpaqa-akyluepa-riMHEKoNora KOHCYNbTaTBHbIN 1400
A11.20.011 BuoNcuA Wewky MaTkv 1700
A11.20.014 BeefeHue BHYTPUMaTO4HOM Cnvpani 2000
A11.20.015 YAaneHwe BHyTPMMATOYHOM CMpani 2000
AD03.20.001 Konsnockonus 1750
A14.20.001 CnpwHUEeBaHWe Bnaranvia 350
BeepeHue, uasneqeHre BNaranuHoro NoOAASPKUBAIOWIEro KoNbLa
A14.20.002 (neccapus) 500
A11.20.003.002 Mannens-Guoncua 2000
A16.01.017.022 Y paneHue nanunnombi ¢ MCNoNbL30BAHWEM Na3epHOro BO3ASCTBUR 900
A16.20.084 YraneHue nonuna )eHCKMX NonoBbIX OpraHos 2300
XWpypru4eckoe nedeHve 3abonesaHvi ek MaTkv C MCNONb30BaHNEM
A16.20.036 Pa3NM4HbIX 3HEPrMiA 2700
A21.20.001 Maccax npu 3aboneBaHnAX KEHCKKX NONOBbLIX OpraHoB 395
A11.20.012 MukpocnpuHUesaHve (Mppuraums) Bnaranviia 280
B01.028.008 KoHcynbTauus spada-oTonapvHronora 1400
A11.08.019 JHaonapuHreansHoe BeAeHWe NekapcTBeHHsIX npenaparos 355
A16.08.016 MpOoMbIBEHWE NaKyH MUHAANUH 750
A11.25.003 MpombiBaHKe cpeaHero yxa 750
A16.08.007 YpaneHve WHOPOAHOIO Tena rNoTKW WNW ropTaHu 1200
A16.08.011 ¥YpaneHve MHOpPOAHOro Tena Hoca 1200
A16.25.008 YaaneHve WHOPOAHOrO Tena W3 CNyXoBoro OTBEpPCTUR 1200
A16.25.012 Mpogysaxue cnyxosown TpyBsl 400
MexaHw4eckan oCcTaHoBKa KpOBOTEYeHWA (nepepnnsl W 3a4HAA TamnoHana
A16.08.006 Hoca) 750
A16.25.016 Pesuana 6apabaHHoi nonocti 400
A16.25.036.001 KateTepuaauus cnyxosoi TpyBel C BBEAEHHEM NeKapCTBEeHHbIX Npenaparos 700
A11.25.002 Bee/ieHne NekapcTBEHHbIX NPENAPaTOs B HAPYXHbIA CYXOBOW NPOXOA 400
Boaﬂ,eﬁcrsue YNeTPa3syKoM Npr 3aGonesaHuAx BEPXHWX AbIXaTenbHbIX
A22.08.002 nyren 4100
B01.053.009 KoHcynbTauus epada-yponora 1400
A21.21.001 Maccax npocrarsi 1000
A16.21.019.006 PacceyeHWe KOpOTKOW Y3184KM NOMOBOro YneHa 2000
A13.29.003.001 KNMHWKO-NCUXONOMMHECcKoe NcUxoguarHocTu4eckoe obcneaosaqune 665
A13.29.008.001 WHavenayanbHas ncuxarepanvs 830
Mprem (TecTUpoBaHWe, KOHCYNETaLMA) MEAULIMHCKOTO Ncyuxonora
B01.070.009 nepBUHHbLIA 1400
B01.043.008 Mprem Bpaya - cepae4HO-COCYAMGTOro XMpypra 1400
A16.12.051.034 CKNepoavpoBaH1e BapvKO3HO-M3MEHEHHBIX BEH 4650
A11.01.011 CknepoTepanuys TeNeaHroIkTasni 2500
A09.20.001.002 WccneaosaHue 0TABNASMOro MO4enoNoBbIX OpraHos 400
A09.20.021 | MUKPOCKONUYECKOE UCCNEA0BaHWE BNaraniiHbIX Ma3Kos 400
A08.20.040 LiuTonornyeckoe MCCNenosaxmue TMHeKonoryeckoro Maska 400
A11.28.006 MonyyeHwue ypeTpansHoro 0TAeNsemMoro 250
A11.28.006.001 Mony4eHne cockoba na yperpsl 250
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A11.20.002 TMony4eHre LepeuKkanbHoro Maska 350
A11.20.005 MonyueHne BNaranvwHOro Maaka 350
A11.12.009 B3aATHe KPOBM W3 NepUdepUIEcKoi BeHs! 200
A11.08.010.001 MNony4eHre Ma3koB CO CNM3VWCTON 060NCYKM HOCOMNOTKM 200
A11.08.010.002 MonyyeHre Ma3koB CO CNM3UCTON 0B0NoUKM POTOTNOTKK 200
B01.050.005 KoHcynbTaums epaya-TpasMatonora-oproneaa (aeten) 1400
B01.058.017 KoHcynbTauws Bpada-3HaoKkpuHonora 1400
BO1.023.008 KoHcynbTauus spada-Hesponora 1400
A11.04.028 Bnokana napasepTebpaneran no Weky 1200
A21.01.004.001 Maccax BepxHer KOHE4YHOCTH, HaaANNeYLs M 0BNacTK NoNaTku 1200
A21.01.009.001 Maccax HKHEeR KOHEYHOCTM M NOACHMLb! 1200
A21.03.002.004 Maccax NoACHU4HO-KPECTLIOBOTO 0TAENA NO3BOHOYHMKE 1200
A21.03.002.005 Maccax LehHO-TPYAHOro oTAena NO3BOHOYHWKE 1200
B01.025.008 Mpvem Bpada-Hedponora 1400
B01.047.016 KoHcynbTauua spaya-repanesTa 1400
B01.031.015 KoHcyneTauma(ocMoTp) Bpava-neauarpa 1400
B01.057.009 KoHcynsTauws spada-xvpypra 1400
A16.30.182 MNepsudyan xupyprideckan obpaboTka paHbl 425
A16.30.069 CHsTWe nocneonepauUoHHsLIX WBoB (nuratyp) 260
B01.008.016 KorcyneTauws Bpadya AepMaToeeHeponora 1400
B01.040.004 KoHcynbTauus Bpaya-pesmaronora 1400
A04.11.001.001 YnbTpaasykoBoe UcCrnejoBaHWe NNespanbHoi NoNocTH 750
A04.11.001.002 YnbTpa3syKoBoe UCCNea0BaHne CpeaoCcTeHNA 750
AD8.09.011 LiuTonoryeckoe nccnegosaHWe MOKpOTkI 236
WX peyenTopHoro craryca 3HAOMETPMA, paclumpeHHoe (dasa cexpeyun
A08.20.003.007 (ER/PR/CD138/CDS6I/LIF)), LDG 14242
WX auarHocTvka xpoHu4eckoro aHaoMeTpuTa (dasa nponvdepaymm
A08.20.003.008 (CD20/CD138/CD56/HLA-DR)), LDG 9501
LiuTonorMyeckoe MCCnejoBaHWe CMELLIaHHOTO COCKoBa C LISk MaTKK U 13
A08.20.017.003 LepBMKanEHOre KaHana 600
A08.20.003.1 WX nporHocTidecknia mapkep (1 aHtuteno), LDG 8961
A08.30.013.003 WIrX uccneaoeanxve (1 aHtureno), LDG 3617
A08.30.013.004 WX nporHocTudecknia Mmapkep (3 aHtutena), LDG 26825
A08.30.013.009 WX uccnegosanve (3 aHturena), LDG 9088
LiuTonoruyeckoe uccnegosaHve mMatepuana, Nnony<4eHHoro Npu
A08.30.016.001 XMPYPru4ecKUX BMewaTenscTeax 256
A0S.01.007.002 Hatpuia B Bonocax, cnexktpomeTpus (Na) 543
A09.01.007.003 MarHui B Bonocax, cnekrpomerpus (Mg) 543
A09.01.007.004 Kanui B Bonocax, cnekrpometpus (K) 543
A09.01.007.005 Kanbymi B BOnocax, cnektpomeTpus (Ca) 538
A09.01.007.006 Xeneso B sBonocax, cnekrpomerpus (Fe) 543
A0S.05.014.014 Benkosele dpakym (BknodaeT onpegeneqme obiero Benka v ansBymuna) 328
A0S.05.035.004 Banbnpoesas kucroTa (v ee npoussoaHsie), BAOKX-MC 495
A09.05.035.005 JNesetupauetam, BAXX-MC 1931
AD09.05.035.006 Tonwpamar (Tonamakc, TonanencuH, Topean), FX-MC 1961
A09.05.035.007 Takponumyc 1679
A09.05.064.0 TwpokeuH obuwmi (T4 obuymia) 142
A09.05.066.0 ComarorponHbli ropmoH (CTT, MopmoH pocTa) 242
A09.05.069.0 AnbocTepoH 817
TecTocTepoH ceoGoAHbIM (BKNOYAET ONPeaeneHWe TECTOCTEPOHa OBLLEro 1
A09.05.078.004 caoboaHoro, FCMI (SHBG), pacuer nHaexca ceofoaHbIX aHAPOreHOB) 520
A09.05.087.0 MponakTuH 420
AD9.05.088.0 Ansa-eronpotenH (ADMN) 450
A09.05.118.186 pvbbl pona kaHauaa (Candida albicans) IgE, M5 331
A09.05.118.187 MNnecHesbin rpub (Chaetomium globosum) IgE, M208 565
A09.05.118.188 MnecHesbin rpnb (Aspergillus fumigatus) IgE, M3 792
A09.05.118.189 MnecHesein rpub (Alternaria tenuis) IgE, M6 734
AD9.05.118.190 MNnecHessIA rpub (Cladosporium herbarum) IgE, m2 759
A09.05.118.191 MNnecHeswir rpub (Penicillum notatum) IgE, m1 858
A0S.05.118.194 AHTUTENa k ackapwaam (Ascaris lumbricoides) IgE,P1 504
A09.05.118.195 NuumHkn Anisakis (Anisakis Larvae) IgE, P4 513
1G4 K N1WeBbIM annepreHam (NULLeBan HenepeHoCUMOCTS - 88
AD9.05.118.233 annepreHos/MUKCTOB) 20539
A09.05.118.472 a na IgE (ImmunoCAP), p4 619
A0S.05.118.473 Ackapuaa IgE (ImmunoCAP), p1 619
A09.05.118.474 Mnecriesbii rpvb (Penicillum notatum) IgE (ImmunoCAP), m1 624
A09.05.118.475 Mnectessi rpub (Cladosporium herbarum) IgE (ImmunoCAP), m2 624
A09.05.118.476 [poxokessie rpubel pona Malassezia IgE (ImmunoCAP), m227 614
A09.05.118.477 MnecHesbi rpub (Alternaria alternata) IgE (ImmunoCAP), mé 619
A09.05.118.478 MNnecHeesiA rpub (Aspergillus fumigatus) IgE (ImmunoCAP), m3 683
AD9.05.118.479 'pubbi pona kaHawaa (Candida albicans) IgE (ImmunoCAP), m5 683
A09.05.118.480 Anbda-naktansOymuH, anneprokomnoHeHT IgE (ImmunoCAP), f76 nBos d4 1585
AD09.05.118.481 Bera-nakrornobynuH, anneprokomnoHeHT IgE (ImmunoCAP), 77 nBos d5 1585
Ka3ewH, koposbe MONoKo, anneprokomnoHeHT IgE (ImmunoCAP), 78 nBos
A09.05.118.482 d8 1585
AD09.05.118.483 Osans6ymuH s, anneprokoMnoHeHT IgE (ImmunoCAP), 1232 nGal a2 1585
AD9.05.118.485 T3oLum siaya, anneprokoMnoHeHT IgE (ImmunoCAP), k208 nGal d4 1585
AD0S.05.118.486 KonansBymuH siiua, anneprokomnonenT IgE (ImmunoCAP), 323 nGal d3 1585
A09.05.118.487 Cos (G. max), anneprokomnoHeHT IgE (ImmunoCAP), f353 rGly m4PR-10 1585
A09.05.118.488 Apaxuc, anneprokomMnoHeHT IgE (ImmunoCAP), f423 rAra h2 1585
A09.05.118.489 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f424 rAra h3 1585
AQ09.05.118.480 Apaxuc, anneprokomnoneHT IgE (ImmunoCAP), f427 rAra hg 1585
A09.05.118.491 Kapn, anneprokomnoneHT IgE (ImmunaCAP), f355 rCyp c1 1585
Omera-5 [MuaguH NeHWUp!, anneprokoMnoHeHT IgE (ImmuncCAP), 1416
A09.05.118.492 rTri a19 1585
AD9.05.118.493 TPONOMMO3NH KpeBeToK, anneprokoMnoHeHT IgE (ImmunaCAP), 1351 rPen at 1585
AD9.05.118.494 Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), 352 rAra hg 1585
AD9.05.118.495 Apaxuc, anneprokomnoneHT IgE (ImmunoCAP), f422 rAra h1 1585
Bb14niA CbIBOPOTOYHBIN @nbBymuH, aNNeprokoMNoHeHT IgE (ImmunoCAP),
ADS.05.118.496 €204 nBos d6 (BSA) 1585
A09.05.119.0 Kansy4ToHrH 855
AD9.05.130.005 NpouenTt ceobogroro MCA (oBumit NCA, ©8060aHsI MCA 1 cooTHoWweHNe) 750
A09.05.139.0 I kcunporectepoH (17-OH-nporectepoH) 520
A09.05.154.0 OQctpaauon (E2) 500
A09.05.160.0 CnobynuH, CBA3LIBAHOWMA NONOBLIS ropmoHe: (FCNIC, SHBG) 420
A09.05.161.0 ACCOLIMMPOBaHHLIH ¢ GepemeHHOCTEIO npoTeuH A (PAPP-A) 414
A08.05.205.002 C-nenTug nocne Harpyaky (1 Yac cnycTs) 265
ADS.05.205.003 C-nentua nocne Harpy3ku (2 yaca cnycTs) 265
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AD9.05.235.01 25-OH sutamun D, UXNA, cymmapHbin (kanbundepon) 1650
KOMRNEeKCHBIA aHanka Kpoau Ha BuTamiHb! rpynnel D (25-0OH D2/ 25-0H D3/
A09.05.235.02 1,25-0OH D3/ 24,25-OH D3), BOKX-MC 4262
A09.05.235.03 25-OH Buramnn D, BAXX MC, cyMmapHbii (kansyudepon) 1205
A09.05235.04 1,25-nuruapokcuxonekansundepon sutamut D3, BOXKX-MC 1240
A09.05.235.05 25-napokcuaprokansymdepon eutamun D2, BIXX-MC 1940
A09.05.242.002 HaTpuit B kposw, cnexktpomeTpus (Na) 577
A09.05.242.003 MarHii 8 kpoBm, cnekTpomeTpus (Mg) 577
A09.05 242.004 Kanw# B kpoeu, cnekTpoMeTpus (K) 577
A09.05.242.005 Kanbuui B KpoBwW, cnekTpomeTpus (Ca) 577
A09.05.242.006 XKeneso 8 kposw, cnekTpomeTpus (Fe) 577
A0S.19.001 Wccnenosanve kana Ha CKpbITyH KpoBb 85
TeHETUIECKUIA PVUCK HAPYLUBHWIA CHCTEMBI CBEPTbIBaHUA (F2, F5, F7, FGB,
A0S.20.004.001 F13A1, SERPINE1, ITGA2, ITGB3 - 8 Touek) 1565
MeTa60nuTLI 3CTPOreHOB U UX COOTHOLLEHWE B PA30B0IA MOPLIMA MONM,
A09.28.034.005 BIXKX-MC 4740
A09.28.060.002 N B kposw (Li), cnekTpomeTpwa (BKNIOYaR NUTHA TEPaNEeBTHHECKUA) 712
A09.28.060.003 HaTtpwiA B pa3oBoW NopUMK MOYM, CnexTpoMeTpus (Na) 539
A09.28.060.004 MarHwi B pa3osoy NopUMK MoYM, cnexTpomeTpus (Mg) 539
AQ9.28.060.005 Kanwui 8 pa3oBoW nopuwy mouy, cnekTpomeTpus (K) 539
AQ9.28.060.006 Kansuni B pa3osoi Nopumn Mo, cnekTpomeTpus (Ca) 538
A12.05.007.005 OnpepgeneHne Hanudus antureHos aputpountos C. ¢ E e K 764
A12.05.010.001 enoTunuposarve HLA-Cwé npu ncopuase 1988
A12.05.010.002 AHTHreH cUCTeMsl ructocosmecTmocT HLA BS1 1950
A12.05.010.003 Tunuposaxue HLA DQ2/DQ8 npy yenvakui 3856
A12.05.010.004 AHTHreH CUCTEMbI rTMcTocoBMECTMOCTH HLA B27 865
AHTUreHbl cUcTemsl ructocoemecTumocT HLA |l knace, reHoTunuposaHve
A12.05.010.005 (nokycel DRB1, DQA1, DQB1) 5873
A12.05.010.007 AHTUreHb! crcTeMbl rucTocosmectumocT HLA Il knace: nokyc DRB1 2241
A12.05.010.008 AHTUreHsl cvcTemsl ructocoemectumoctv HLA Il knace: nokyc DQA1 1840
A12.05.010.009 AHTUreHbl cucTeMbl ructocosmectumocty HLA |l knacc: nokyc DQB1 2241
Obmen xenesa (xene3o, IMKCC, OXCC, koadduumeHT HackileHs
A12.05.019.01 TpaHcheppuHa Xene3om) 288
A12.05.028.1 Tpomburosoe BpeMs 220
Koarynorpamma, ckpuHiHr (AUTB; MpoTpomBuH (spems, no Keuky, MHO);
A12.05.039.001 TpombuHoBoe Bpems; PubpuHOreH) 588
AHTuTena IgM k S- u N-Benkam kopoHaewpyca SARS-CoV-2 (UPA, Poccus),
A12.06.007.001 NONYKONUY. 330
AnTutena IgG k RBD pomeny S 1 Benka kopoxaeupyca SARS-Cov2 (Abbott,
A12.06.007.002 CLUA, pe3ynsTaT Ha aHrMMACKOM M PYCCKOM RabiKax), KoK, 375
AnTuTena IgG k RBD gomeny S 1 6enka koponasupyca SARS-Cov2 (Abbott,
A12.06.007.003 CLUA), konuu. 375
AHTUTENA NPY CUCTEMHOM Cknepoaepmun (ummyrobnot): Scl-70, CENP A,
CENP B, RP11, RP155, Fibrillarin, NORSO, Th/To, Pm-Scl100, Pm-Sci75,
A12.06.010.004 Ku, PDGFR, Ro-52 (SSA-A 52 kflla) 2345
3NW-B-TecT-6 (aHTuTena k ds-[HK, 6eta-2-rnukenpoTtenny 1, Fe-ig,
A12 .06.010.005 Konnarexy, MHTepdepoHy anbta, MHTepgEPOHY ramma) 1800
3NNU-APC-XMY-TecT-6 (aHtuTena k XY, Geta-2-rnukonpoteuHy 1, Fc-lg, ds-
A12.06.010.006 OHK, konnareHy, cymmapHbie k dpocconunuaam) 1800
3NN-N-Komnnekc-12 (aHturena k XMY, ds-[1HK, 6eta-2-rnukonpoTenHy 1,
konnareHy, Fc-Ig, nHcynuHy, TupeornoBynuny, S100, Spr-06, TrM-03, ANCA,
A12.06.010.007 KiM-05) 2600
3NN-Bucuepo-Tecr-24 (aHTuTena k 24 aHTUreHam OCHOBHLIX OPraHoB W
A12.06.010.008 CMCTEM Yenosexa) 5078
A12.06.010.009 AnTUTENa K ABYycnupansHon JHK (Hatusron, a-dsDNA) 600
A12.06.010.010 AnTuTena k ogHocnupansHoi [HK (a-ssDNA) 550
AHTUTENa K hoconuniuaam (Kapanonuniuky, hocatnanuncepuHy,
A12.06.030.004 ocatuamunrHoanTony, dochatmaunoson kucnote), CyMMapHbie 668
AxTUTENa Knacca IgM k hoconuninaam (kapamonunuHy,
A12.06.030.005 bocatmauncepnHy, pocdarmaunvHosuTony, hochaTnaunosoi kuenote) 598
AnTtuTena knacca IgG k docchonvnuaam (kapauonunuHy,
A12.06.030.008 ocdatmauncepuHy, ocatuaunuHosuTony, hocdarnaunosoi kucnote) 596
AHTUTENA K aHTMreHam neveHn, UMMyHOBNOT paciuMpeHHbIn (aHTuTena K
SLA/LP, LC1, LKM1, PDC-AMA-M2, M2-3E, Sp100, PML, gp210, SSA/Ro-
A12.06.036.001 52), 1gG 2525
A12.06.051.001 AxTuTeNa k BeTa-2-rnukonpoTenHy, IgM 578
A12.06.051.002 AHTUTENa K BeTa-2-rnukonpotenHy, 1gG 578
A12.06.055.001 AHTUTENE K rnuaauHy, IgG 450
A12.06.055.002 AHTUTENA K A833MUHMPOBaHHLIM NenTuaam ansda-rnvaguHa IgA (AAT) 680
A12.06.055.003 AHTUTENA K 1838MMHUPOBaHHbIM NenTiaam anbda-rnuagwHa IgG (AAT) 674
A12.06.056.001 AHTUTENa K TKaHEeBOW TpaHcrnyTamuHase, IgG 507
A12.06.065.001 AHTUTENa K aHHekcuHy V knacca IgG 748
A12.30.012.014 BakrepuumaHan akTueHoCTb kposk (BURST) 2369
LHK supyca npoctoro repneca | Tuna (Herpes simplex virus |),
AZ26.01.024.002 KONM4ECTBEHHO 360
AZ26.01.024.003 OHK supyca npoctoro repneca | v Il Tunos (Herpes simplex virus | w II) 290
A26.06.005.001 AxtuTena k Anerosmupycy (Adenoviridae), IgA 521
A26.06.005.002 AnTuTena k AneHosupycy (Adenoviridae). IgG 392
A26.06.011.004 AnxTuTena k Goppenusm (Borrelia), IgG (MmmyHoBnoT) 2139
A26.06.016.0 AHTuTena k xnamuaodune (Chlamydophila pneumoniae), IqM 450
A26.06.016.1 AxtuTena k xnamunodune (Chlamydophila pneumoniae), IgA 450
A26.06.016.2 AnTiTena k xnamuaodune (Chlamydophila pneumoniae), IgG 450
A26.06.018.004 AHTUTENa K xnamuaum (Chlamydia trachomatis), IgM 400
A26.06.022.004 AHTuTena k yutomeranosupycy (Cytomegalovirus) IgM 239
A26.06.033.001 AnTutena k xenwkobakTepy (Helicobacter pylori), IgA 500
AHTUTENa K BUpYCY npocToro repneca |, Il Tunos (Herpes simplex virus 1, 1),
A26.06.045.004 IgM 224
A26.06.045.005 AHTWTENA K BUPYCY NpocToro repreca | Tuna (Herpes simplex virus 1), IgM 378
AsugHocTs IgG k Bpycy npocToro repneca |, Il Tunoe (Herpes simplex virus
I, 1l) (BkntovaeT onpeaeneHne aHTTEN K BMPYCy npocToro repneca |, |1
A26.06.046.003 Tvnos, 1gG) 408
A26.06.067.001 AHTWTENA K PECNNPaTOPHO-CUHUMTUENBHOMY BUPYCY (RSV), IgM 1059
A26.06.071.004 AHTUTENa K BUpYCY KpacHyxu, IgG (ummyHoBnoT) 2300
A26.06.081.004 AHxTuTena k Tokconnaame (Toxoplasma gondii), IgM 283
A26.06.103.001 AHTUTENA K KOKNIOWHOMY TOKCHHY, IgG 454
A26.08.059.003 OHK supyca Snwreinna-Bapp (Epstein-Barr virus), konudectseHHo 320
BMY-tect (ROCHE COBAS4800) BbICOKOrG KaHUEPOreHHoro pucka (16-68
Tunoe: 16, 1B c onpeaenexvem Tuna, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
A26.20.009.009 66, 68 Gea onpeneneHnsa Tuna) 1279
A26.20.009.014 AHK nanunnomaempycos (BMY) 31/33 Tunos, Tunuposaxu1e, Kon. 370
A26.20.009.015 OHK nanunnomasmpycos (BMY) 6/11 TMNOB, TUNMPOBaHKe, Kon. 350
A26.20.030.002 [OHK rapasepenne (Gardnerella vaginalis), KONMYECTBEHHO 328
A26.20.032.002 $emodnop Ckprn-12 (AHK) 1800
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A26.20.032.003 demodnop-16 (IHK) 2350
A26.20.032.004 DdnopoueHos - BakrepuancHeli BarnHoa 532
A26.20.032.005 DnopoueHoa 894
A26.20.032.006 PIOPOLISHO3 - KOMNNEKCHOE MeCn ve (sknrodaer NCMT) 1107
Moces Ha MMKPOGNOPY OTAENAEMOrO YPOreHWTansHoro TpakTa MyX4mHel C
onpefeneHUem YyBCTBUTENLHOCTIA K OCHOBHOMY CNEKTPY aHTMOMOTWKOB, B
A26.21.026.001 1.4 kanauna 1250
A26.21.035.002 OHK ypeanna3ambl (Ureaplasma parvum), KONWYECTBEHHO 370
A26.21.036.002 AHapognop 2500
A26.21.055.001 [HK kanamasl (Candida albicans), konu4ecTeeHHo 330
A26.21.055.002 [HK kaHauas (Candida albicans) 290
IHK rpuboa poaa kanawas! (Candida albicans/Candida glabrata/Candida
A26.21.056 krusei) ¢ onpeaeneH1em Tuna 400
BuyoxMU4eckoe MceneaoBaHne MeTabonUUeckon aKkTUBHOCTH KULLIBYHOW
A26.30.005.001 mMukpodnopsl, MX 1332
OnpeaeneHke MUKPOBMOLSHO3a METOAOM XPOMATO-MaCcC-CNeKTPOMETPMM
A26.30.005.002 (MCMM) no Ocunosy A 2491
A27.05.017.001 BCR-ABLp210 1(9;22), kau. (b2a2/b3a2 cymmapHo) 2826
A27.05.017.002 BCR-ABL p210 t(8;22) xon. (b2a2/b3a2 cymmapHo) 2967
[@HETUYECKUIA PUCK Pa3BMTURA Paka MONOYHOWM XENE3bl U PaKa ANYHUKOB
A27.05.040.002 (BRCA1, BRCAZ - 8 nokaaarenei) 2029
MpeHaTankbHbIi CKpYHWHT | TpMecTpa GepemerrocTin ASTRAIA (8 Hepens -
13 Hegene 6 4H.) C pacYeToM pUCKa 3alepXKn pocTa NNoAga, pucka
A27.20.001.001 npexaespemMeHHbix POA0B U Npesknamncuu (c yustom PLGF) 2739
Onpeaenexve nona nnoja (BsineneHwne dparMeHTos Y-XpoOMOCOMbI NNoaa
A27.20.001.005 Mo KpoBK Marepwu) 7376
B1-kneTku CD5/CD19 (BkNiOYEET aHanua KpoBM C NENKOLMTapHOK
B03.002.002.001 chopmynoi) 1266
Anneproqnn, ALEX2, 300 KoMnoHeHTOB (Bknio4aeT onpegeneHune obwero
B803.002.004.001 IgE) 20776
AnneprokoMmnnexc cmewwaHHei Ne1, IgE, N®A: knewy d1/d2, onexa, Bepeaa,
NemHa, CM.TPas, POxXb, NONbIHb, NOAOPOXHWK, KOLLKA, NowWaak, cobaka,
A.alternata, Aan4.6enok, MONOKO, 8paxuc, NEC.OPex, MOPKOBL, NLEHWY, MyKa,
B03.002.004.002 cos 3391
Anneproxkomnnexkc pecnipartopHsid Ne2,IgE, M®A: knew, d1/d2, onbxa,
Gepeaa, newwHa, ayS, CM.TPaB, POXb, NONbIHb, NOAOPOXHWUK, KOLWIKE,
nowapnw, cobaka, MOp.cBuHKa, XOMAK, kponuk, Penic.notat., Cl.herbar.,
B803.002.004.003 Asp.fumigat., A alternata 3374
Anneprokomnnekc nuwesow 3, IgE, NDA: dyHayk, apaxuc, rpey.opex,
MUHZA.Opex, Monoko, aud.GenokhkenTok, kasewH, kapTodens, censaepen,
MOPKOBb, TOMaTb!, Tpecka, kpalh, anenscuH, ABNOKO, NWEeHWY. MyKa, PX.MyKa,
B03.002.004.004 KYHXYT, COR 3262
Anneprokomnnexc neauartpuqeckni 4, IgE, UOA: knew d1/d2, Gepeaa,
cM.Tpas, kowka, cobaka, A.alternata, monoko, a-naxtans6., b-nakrorno6.,
Kka3euH, And.BenokixenTok, BCA, CoR, MOpKOBb, KapTodens, NIEHWY. MyKa,
B03.002.004.005 yHAYK, apaxvc 3362
B03.002.004.006 MecTHsle aHecTetvku Ne 1 AptukauH/CkaHaoHecT, IgE 1163
B03.002.004.007 MecTHsle aHecTeTiku Ne 2 HosokanHillnaokaus, IgE 1111
B03.002.004.010 Anneprokomnnekc nuwesoi PROTIA (Kopes), IgE 4662
B03.002.004.011 AnneprokoMnaekc Npu atonuM y netei 1 eapocnbix PROTIA (Kopes), IgE 3889
B03.002.004.012 Anneproxomnnekc pacwwpenHbii PROTIA (Kopes), IgE 6079
B03.002.004.16 Anneproxomnnekc pecnipartopHsii PROTIA (Kopes), IgE 4662
Marens knewesbix annepreHoB Ne1 IgE (knewy-aepmartodar NepuHHLIN,
Mmyu4HoW, dermatophagoides microceras, lepidoglyphus destructor, tyrophagus
putrescentiae, glycyphagus domesticus, euroglyphus maynei, blomia
B03.002.004.14 tropicalis - cymm.) 512
MNaHene annepreqos neink Ne1 IgE (fomawwHaa Nbine Greer, knew-
B03.002.004.15 Aepmarodar nepuHHbIA, Knew-gepmarodar My4HOW, TapakaH - CyMMapHo) 428
dapuaron geTckui (coanancMposaHHan CMECh MHIranAUMOHHBIX M NMLLEBbLIX
B03.002.004.18 annepreHoB ANA CKPMHWHIAa atonuv ANs AeTer Ac 4 neT) 1842
®agnaton (cbanaHCMpoBaKHaR CMECH MHTANALMOHHbIX annNepreHos ans
B03.002.004.070 CKPUHWHIA aToniv ANA A8TeN CTaplie 4 NeT 1 B3pocnbIx) 1842
MNarene annepreHos osowm 1 GoGosesie IgE ImmuncCAP, fx13 (ropox f12,
B03.002.004.2 aconsb 15, mopkoes f31, kaprodens f35 - cymmapHo) 670
Anneprokomnnexc nepea BakuvHauve#n IgE (ImmunoCap) (Opoxokn
B03.002.004.5 nekapckue f45, Aayo f245, Tpunrasa) 3371
AnneprokoMnnexc npu actMe/puHiTe Bapocnsie IgE (ImmunoCAP)
(OCHOBHLIE MHraNAUMOHHbBIE annepreHs!: kowka, cobaka, knew, d1,
TumMogeeska, Gepesa, NoNbiHb; AONONHUTENBHBIE MHIANALMOHHBIE: KypULa,
B03.002.004.6 TONONL) 4928
AnneproKoMNNEKS Npy acTMe/puHaTe aety IgE (ImmunoCAP) (ocHosHsIe
MHranAUWMOHHbIe annepreHs!: kowka, cobaka, knew, d1, Tumodeeska, bepeaa,
NOMbIHL, OCHOBHbLIE NULLEBLIE: AMYHLIA BENOK, MONOKO, A0NONHUTENBHbIE
B03.002.004.7 NULLeBbIe: apaxwc) 5529
Anneprokomnnexc npu sk3eme IgE (ImmunoCAP) (ocHoBHbIe
MHranauWoHHbIEe annepreHs!: kowka, cobaka, knew d1; gononHUTENbLHLIE
WHransUMoHHbIe: Knew| d2, ocHOBHbIE NWULLEBbIe: AUYHbIA Genok, Monoko,
B03.002.004.106 TPecka, nweHuua, cos) 5403
Anneprokomnnekc npu akaeme 2 IgE (ImmunoCAP) (ocHoBHbIe
WHranaUMoHHbIE annepreHsl: kowwka, cobaka, knew| d1; OCHOBHbIe NUWessIie:
ANYHLIA BENOK, MONCKO, TPECKa, NILEHULA, COR; AONONHUTENbHBIE nyLeBbIe:;
B03.002.004.8 KaKao, AMYHDIA XKeNTOK) 8120
AnneprokoMNNeKc Npu acTme/puHuTe Bapocnbie 2 IgE (ImmunoCAP)
(OCHOBHBIE MHraNfUWMOHHBIE anneprexsr: Kowka, cobaka, knew d1,
Tumocbeeaka, Gepeda, NoNbiHe; AONONHUTENEHBIE MHFANALMOHHBIE:
B03.002.004.9 amBpoaunn, nnecHessIn rpub) 4896
AnneprokoMnnexc npi actme/puxute aety 2 IgE (ImmunoCAP) (ocHoBHbI®
WHranAyWoHHbIE anneprexb: kowka, cobaka, knew d1, Tumodeeeka, Bepesa,
B03.002.004.109 NoNbiHb, OCHOBHLIE NUWEBLIE: AW4HBLIA Genok, MONoko) 5192
Anneprokomnnexc npu akaeme 3 IgE (ImmunoCAP) (ocHoBHbIE
WHranauMoHHbIe annepreHs!: kowka, cobaka, knew, d1; ocHOBHbIE NULLEBLIE:
AUYHBIA BENOK, MONOKO, TPecka, NWeHWLa, COR; ACMNONHXTENbHBIE NULEBbIe:
B03.002.004.110 apaxuc, KpeeeTka) 5212
B03.002.004.111 Mukpockonu4eckoe UCCNeA0BaHME HA3aNLHOro CeKpeTa Ha 303MHOMMLI 400
B03.005.014.001 ButamuH B12, aktueHbiii (xonoTpaxckobanamuH) 379
leHoauarHocTuka Soneaqn MeHTUHITOHa (OueHka yucna CAG-NosTopos B
B03.006.001.001 rexe HTT) 2749
KomnnekcHas reHeTuyeckas gquarHocTuka CHHAPOMa NONUKWCTO3a AUYHMKOB
B03.006.001.002 (CNKA), 6 nokasarenei 4500
B03.006.001.003 [AvarHocTvka Npu xvposoi GoneaHn nevexu (reH PNPLA3) 1783
eHoaMarHOCTMKa NaTonorik nedeHy (oueHka MmyTaumi B reHax: HFE,
B03.006.001.004 ATP7B, PiZ/S A1AT n PNPLA3) 6303
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B03.006.001.005 T@HETWHBCKAN TECT Ha NaKkTO3HYH HenepeHocmocTs: MCMB: -13910 T>C 624
PaciuMpeHHan avarHocTvka nakTasHon HepocTatoqHoctn (MCM6: 13910
B03.006.001.006 C>T, 13907 C>G, 13815 T>G,14010 G>C) 1250
B03,012.001.001 AHTATEna K rnyTamaraexapGokcunase (GAD) 1400
B03.016.001.001 WHTepnevikvH-6 (IL-6) 797
B03.016.001.002 30HYNUH deKaneHsIA 2942
KNWHW4eCKAA aHanua kpoBu ¢ nerkouuTapHon gopmynon (SDIFF) (serHoaHas
B03.016.003.0 KPOBb) 480
KnuHuueckuia aHanua kposw (5 DIFF) c noacdeTom nenkoumMTapHon
B03.016.003.1 opmynbl spadom KNJ (serosHas kposk) 460
KNUHWYECKUIA aHaNW3 KpoBK C NeitkouuTapHon dopmynon (SDIFF)
B03.016.003.2 (kanunnApHas KpoBb) 460
Knuruyeckuin aHanus kposwu (5 DIFF) ¢ nOACHETOM NEKOLMTaPHOW
B03.016.003.3 opmynsl Bpadom KN (kanunnspHas kpoes) 460
KoadhbmumeHT aTeporeHHOCTH (BKNoYaeT onpeaeneHune obwero
B03.016.005.001 xonecrepuHa u NNBMN) 158
Xonectepur He-NINBM (non-HDL, BkncuaeT onpeaeneHue obujero
B03.016.005.002 xonecrepuvHa 1 /INBMN) 99
XonecTepuH NANoNpOTEMA0B O4eHb HWU3Ko nnoTHocTK (NTNMOHM), (sknovaeT
B03.016.005.003 onpegensH1e TpUrnvuepuaos) 133
B03.016.014.02 AHanwa Moy no HeuunopeHko 350
B03.025.001.001 Beta-2-MukpornobyniH B pa3oBod NOPLWMM MOYM 278
B03.025.001.002 Kanbyu1i-kpeaTMHAHOBOE COOTHOWEHWE B PA30BOA NOPLIMKM MO4M 105
B03.025.001.003 OKcanaTel CYTOYHOW MoK 1052
B03.025.001.004 MarHui CyTOMHON MOYU 157
B03.025.001.005 2-X CTakaHHan npoba Moum 127
B03.025.001.0068 3-x cTakaHHaA npoba MoYu 144
MporHocTuyeckan BEPOATHOCTL (3HaveHne ROMA, noctmeHonayaa)
B03.027.017.001 (kntodaeT onpegenexve aHturena CA 125 u onyxonesore Mapkepa HE 4) 1750
B03.029.001.001 Buramud A (peTuHon), BaXX-MC 1389
MpeHartaneHsIi ckpUHUHT || TpumecTpa bepemenHocT PRISCA (15-18
Hepenk; aaknoyerue spaya KIM/ no uccneposarensckoMy oTyeTy): ansta-
B03.032.002.001 ‘g)e'ronpmem (A®), obwmit Geta-XrY, acTpron ceoboaHbif 655
BHUOXMMWYECKMIA CKPUHWHT | TPUMECTpa GepeMeHHOCTH AN NporpamMmel
ASTRAIA (Dea pac4eTa puckoB naTonoriu nnoaa) (8 Hepens - 13 Hepens 6
AH.): ACCOUMWPOBaHHbIA C BepemMaHHOCTLH NpoTenH A (PAPP-A),
B03.032.002.004 CeoboaHan cybbeanHuua bera-Xry 1140
Buoxumudeckoe uccnegosanwe ans H3W-dubporect (sknoqaer
B03.032.002.005 rpacpuyeckui hann) 9943
BuroxuMUYeckoe MCCneaoBaHWe aAns PubpoTecT (BKNHHaeT rpathu-ecKui
B03.032.002.008 dann) 7374
Broxumudeckoe uccneaosaqine ans CteatoCkpuH (BKNO4aeT rpacuyeckuii
B03.032.002.007 chann) 6240
B03.040.001.001 Antutena k C1q dakTopy kKoMnnemeHTa 699
B03.040.001.002 AHTUTENa K rmafkiM Meiyam (ATMA) 685
YcranosneHwe oTyoscTea - AyaT (25 mapkepos), (npeanonaraemslid oTewy,
B03.045.030.001 pebeHok) 9823
YcraHoeneHwe oTyoBecTea - TpUO (25 Mapkepos), (Npegnonaraemeii oTed,
B03.045.030.002 pebeHok, Buonoruyeckan MaThb) 10983
B03.045.030.005 [yGnukaT 3aknioyeHus - YcraHosneHwe poacrea 228
B03.053.001.001 INuroc-Tect (OuyeHka cTeneHw kamieobpasosanun, Mnwoko3a, benok, pH) 1088
B03.053.001.002 JIMTOC KOMNNEKCHbIN (BKNHOMAA OLEHKY CTeneHn kamHeobpalosaHuvs) 1824
B03.058.002.001 AHTWTENA K CTEPOMA-NPOAYLMPYIOLMM KNeTkam kagnoveyHuka (ACMK) 635
B05.069.003.001 Buramun B1 (Twamun-nupodocdar), BIXX-MC 1398
B05.069.003.002 Buramux B2 (pubodnasuH), BOXX-MC 1255
B05.069.003.003 Buramus B3 (HnaumH), BOXXX-MC 1255
B05.069.003.004 BuramuH BS (naHToteHoean kucnota), BAMX-MC 1398
B05.069.003.005 Buramur B6 (nupuaokcans-5-docgar), BOXX-MC 1398
B05.069.003.006 Buramun C (ackopbrHosas kucnota), BEXX-MC 1472
B05.069.003.007 Buramn E (aneda-Tokodpepon) B kpoau, BIXKX-MC 1389
B05.069.003.008 Buramud K (dpvnnoxuHoH), BOXX-MC 1134
B05.069.003.009 Hupopactaopumeie Butamunbl (A, D, E, K) 3891
A09.05.028.01 JIvnaHbIA NPODUNL, PACLUMPEHHBIA 974
B05.069.003.010 Bopopacteopumele BuTamubil (B1, B5S, B6, B9, B12, C) 5894
KomnnekcHbii aHanva kpoeun Ha ButammHel (A, D, E, K, C, B1, BS, B6, B9,
B05.069.003.011 B12) 10085
A26.21.007.011 MUP-12, konuuyecTeeHHo 1931
B03.057.003.002 AnTuTena k aApoxokam Saccharomyces cerevisiae (ASCA), IgG 658
Oprosp HOe ONp ve HK eupyca renatuta B, PHK supyca
A26.05.020.005 renatura C, PHK BUY | Tuna, kposb, kau. 1200
A12.05.123.001 PeTukynounTs! (KanunnapHas KpoBb) 204
CKPWHUHI paKa LLeMKn MaTkW (XWaKocTHas ywutonora) ¢ BMNY-Tectom
A08.20.017.004 (ROCHE COBAS4800) 1907
O6wan xenesocarabiBarowan cnocobHocTe chisopaTku (OXKCC) (BkniovaeT
A12.05.011.003 onpenenenve xeneaa, JIKCC) 260
A0S.05.090.004 CeoboaHan cyGbeanHnua 6eta-XMY (NpeHaTanbHbIA CKPUHKHI) 442
A12.05.038.002 Koarynorpamma, pacwinpeHHas 1657
KomnnexcHbIM aHan1a Bonoc Ha HanWumue TRXENLIX METANNOB U
MukpoanemeHToB 23 nokasarens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe,
A09.01.007.007 Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb), cnexTpomeTpus 2128
A26.06.033.003 AHTuTena k xenukobakrepy (Helicobacter pylori), IgM 383
A26.06.033.004 AnxTuTena k xenukobakTepy (Helicobacter pylori), IgG 500
A0S.05.028.003 XOnecTepvH NMNONpoTena0B HW3KoW nnoTHocTk (MMHM, LDL) 300
A0S.05.028.002 NvnraHeii npodunb, 6a3oesii 335
A26.05.019.007 PHK BI'C, reHotwn (1a,1b,2,3a.4,5a,6),kpoBb, ka4 1373
A26.06.022.011 ArTiTena k uutomeranoempycy (Cytomegalovirus), IgG 190
A26.06.022.012 AxTtuTena k uutomeranoeupycy (Cytomegalovirus), 1gG (nmmyHoBnoT) 1111
B03.057.003.001 AHTWUTEna k Apoxckam Saccharomyces cerevisiae (ASCA), IgA 670
A26.05.011.003 OHK supyca 3nwreiHa-bapp (Epstein-Barr virus), kpoBb, Konwy. 320
Moces Ha 3onoTUcTeIM cTadmunokokk (Staphylococcus aureus) ¢
A26.19.008.008 onpeaeneHMemM YyBCTBUTENBLHOCTA K aHTMBHOTKaM 1250
AsuaHocTe IgG k Bupycy 3nwredHa-Bapp (Epstein-Barr virus, EBV)
A26.06.029.003 (BknioyaeT onpeaeneHve aHTuTen Kk Bupycy AnwreiHa-bapp, 19G) 443
A09.05.056.004 MHCynvH nocne Harpyaku (2 yaca cnycTs) 600
A26.06.062.004 AHTtuTena k onuctopxam (Opisthorchis felineus), IgG 392
A12.05.001.002 CO3 (kanunnspHas Kposs) 133
Moces Ha roHokokku (Neisseria gonorrhoeae) 6e3 onpeaeneHns
B03.001.004.001 HYBCTBUTENLHOCTH K aHTMEMOTHKAM (KEHCKWWA) 1250
Moces Ha roHokokiu (Neisseria gonorrhoeae) 6ea onpeaeneqns
B03.001.004.002 HYBCTBUTENLHOCTM K BHTUEMOTHKAM (MYXCKOM) 1250
A26.06.049.002 Onpepenexue aHTvTen k BUY-1/BUY-2 (AN MHOCTPaHHBIX rpaxaaH) 921
B03.014.001.001 CkpuHuHrosas guarHocTtvka BUY 991
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B03.016.004.010 BUOXMMWU4ECKUA aHanus KpoBu 1073
CKPUHUHT PaKa Leiky MaTkw, ko-Tectposanue: NMAT-TecT (xnakocTHan
B03.027.015.002 UMTONOMMA) W pacliMpeHHbii BrNY-Tect 21 TUn, KONUY. 2128
CKPWHMHI paka LUeikn MaTkK, Ko-TecTposaHie: MATM-TecT (kuakocTHas
B03.027.015.001 yuronorus) v BMY-tecr 14 Twnos, konu4 1564
B03.040.003 AHTUOCHONMNUAHBIA CUHAPOM (ADC) 1314
B03.016.004.009 BUOXWMWUYECKWA aHaNu3 Kposu, 6a3osbin 633
FacTpollanens (FacTpuH-17 Ga3osbiid, Mencurore |, NencuHoreH I,
B03.004.001.001 AHTWTena Kk xenvwkoBaktepy, 1gG) 3601
BOAOPOAHO-METaHOBbLIM AbIXaTeNsHLIA TECT C nakTyno3on (CUBP, cuxapom
A07.16.006.002 136biTouHOro GaKkTepranbHOro pocTa B TOHKOW KMLWKE) 946
MWKPOCKOMMHECKOE UCCNEA0BAHUE OTASNAGMOTO KOHBIOHKTUBEI Ha
A26.26.001.001 3031HODMNbI 198
A08.04.005 OB6LMA 8HANW3 CUHOBUANEHON XHAKOCTH 114
MWKPOCKONWHECKOE MCCNEA0BaHME OTASNAGMOrO YPOreHUTansHoro Tpakta
A26.20.006.002 (Bnaranvwe + ypetpa) 127
A12.28.015.004 MUKPOCKONUYECKOE MCCNEN0BaHNe OTABNAEMOro ByNbBbl 86
A26.05.016.007 AKTMBHOCTb XMMOTPWUNCKUHE B Kane 1319
A26.05.016.002 KenyHble KWCNoTh! B kane 1792
B03.019.012.001 Anbcha-1-aHTUTPUNCKH B kane 1242
A26.05.016.004 303MHODMNbHBIN HeVpoTokouH (EDN) B kane 1850
A26.19.046.001 WccnenosaHune aHTureHa KnwesHon nanodkd E.coli 0157:H7, MXTA 1671
Wccneposamue kana Ha reMornoBiH v remornobur/rantornobuHoBbIA
A09.19.001.003 komnnekc, ColonView (MMMYHOXMMWYECKMIA TECT Ha CKPLITYH KpOBb) 744
Moces C aBTOMATHECKOW aHTMBMOTUKOrPaMMOiA M MABHTUDMKaLMER
B03.016.016.002 MuKpoopranuamos MALDI-TOF MS 1925
Moces ¢ aBTOMATHECKON AHTUOHOTUKOTPaMMOW 1 MABHTUMKaUMER
B803.016.016.003 mukpooprasuamos MALDI-TOF MS y neten 1900
[lucbakTepuoa ¢ onNpeaeneHMenM YyBCTBUTENLHOCTU K aHTUBUOTUKEM 1
A26.05.016.996 Daxrepvodaram 1208
A26.05.016.995 [rcBakTepros ¢ onpejensH1em YyBCTBUTENLHOCTW Kk BakTepuodaram 1178
Moces xenum Ha MUKPOGNOpPY C ONPeAeNeHeM HYBCTBUTENBHOCTU K
A26.14.002.001 pacluMpeHHOMY cnekTpy aHTubuoTtukos 1 BakTe aram 1650
KomnnexcrHoe uccnegosaHie MokpoTel (BAJT): noces Ha Mukpodnopy ©
OnpeAeneH1em YyBCTBUTENBHOCTH K PACLUIMPEHHOMY CNekTpy aHTGMoTHKoB,
A26.09.010.004 samegnﬂarau 1 MUKPOCKONWA Ma3ka 1650
KomnnekcHoe uccnegosaHie MokpoTel (BA): noces Ha Mukpodnopy ©
onpeaeneHemM YyBCTBUTENBHOCTH K PACLIMPEHHOMY CNeKTpy aHTMGroTukoB
A26.09.010.003 1 MWKPOCKONWA Maska 1650
KomnnekcrHoe uccneposarie mokpotel (BAJN): noces Ha mukpodnopy ¢
OnNpPeAEeneHNEM UyBCTBUTENBHOCTI K OCHOBHOMY CNEKTPY aHTMB1OTVKOB,
A26.09.010.002 Gakrepuoharam ¥ MMKPOCKONUA Ma3ka 1550
KomnnekcHoe uccnegosaHue mokpoTel (BAT): noces Ha mMukpodnopy ©
onpeAeneHem YyBCTBMTENBHOCTH K OCHOBHOMY CNeKTpy aHTUGMOTIKOB 1
A26.09.010.001 MUKDOCKONWA Maska 1250
Onpegenenve myTauwn (VB17F B 14 akaoHe reHa Jak-2 kuHasa, W515 8
reHe MPL, 9 akaoHa reHa CALR) npu myenonponugepaTtmeHbix
A27.05.012.004 saGonesanuax (MMN3) 5843
A27.05.021.010 Onpeaenerne myrauwi 9 akaona reda CALR (del52, insTTGTC) 3251
A27.05.021.009 Onpepenenue mytaumm W515 B rene MPL 3238
A27.30.206 Narens "HacneacTseHHbIM pak TONCTON KnlwkW'" (BEHO3HAR KPOBb) 22584
A27.30.182 MNaHens "HacneacTeeHHbIW pak MONOYHOW Xenessl' (BeHo3Han KpoBb) 22584
A27.30.181 MNaHens 'YeHckve HacneACTBEHHbIe Onyxony'" (BEHO3HAR KPOBb) 22584
OnpegeneHue mytaumi s renax BRCA1, BRCA2, PALB2, ATM, CHEK2
A27.30.180 metogomM NGS (BeHo3Has kpOBb MNW ONyXONeBas TKaHb) 22051
OnpegeneHue TpaHcnokauwv reda ROS1, FISH (onyxonesas TkaHb;
3aKnK4YeHne Bpada - NabopaTopHOrO FeHETUKE MO MCCNEA0BaTENECKOMY
A27.30.018.003 OTHETY) 10533
Onpepenenxue Tpaxcnokaumi resa ALK, FISH (onyxonesarn Tkaks;
3aKnKYeHWe Bpaya - NabopaTopHOro reHeTHka No MCCNeaoBaTeNsLCKoMy
A27.30.017.010 oT4eTy) 10533
A27.30.016.008 Onpegenexue mytaumin BRAF, KRAS, NRAS (onyxonesas TkaHs) 7957
A27.30.007 Onpegenexve Myrauvi 8 reHe NRAS (onyxoneeas Tkahs) 5500
>KuakocTHas 6uoncus npu pake nerkoro, 6a3oBas (BEHO3HAR KPOBb; MyTayun
A08.09.002.005 8 reHax EGFR, KRAS, NRAS, BRAF) 34811
“Pak nerxux, 6azoean naHens” (onyxonesas TkaHb; MyTauuu B reHax EGFR,
A27.30.016 KRAS, NRAS, BRAF) 11238
XMA onyxonesoi TkaHu, OHKOCKaH (Onyxoneeas TkaHb; paspelueHie ot
A12.05.013.003 300000 nap HykneoTuaos) 67205
OnpeaeneHwe cTatyca MUKPOCATENNUTHON HECTabWNEHOCTK B ONyXOnesomn
A27.30.008.003 TKaHW BbICOKOMYBCTBWTENbHBIM METOAOM, Idylla 36907
A27.30.001.002 OnkoKapra, 57 reHos (onyxanesas TkaHb) 41445
A27.30.207 Manens "HacnepncraeHHbie onyxonessie CMHAPOMbI" (BeHO3HaRA KpoBb) 29668
A27.30.016.1 Onpepenerwve mytaumi B reHe EGFR, onyxonesas TkaHb 8433
XMA npeHaTansHsid (BMHUOTUYECKAS XKMIKOCTL/BOPCUHBI
XOpWOHa/NynoBuHHas kposk ¢ 3[1TA; BbIRBNEHWE XPOMOCOMHOW NATONOMWK:
A12.05.013.067 aHeynnouawy, Aeneynn, Aynnukauuu) 18076
ManekynapHoe KapuoTunupoBsaHue Matepuana abopTyca (XpoMOCOMHBIN
A08.30.029.005 MWKPOMaTPH4HbIA aHanina, Ontuma) 10348
A08.30.029.004 KaproTunuposaHve (KOMMYECTBEHHBIS U CTPYKTYPHLIE aHOMaNn1K XpOMOCOM) 4891
Kapuotun ¢ abeppauvsamm (Npy BO3AENACTBUU MyTarerHbix hakTopos u
A08.30.029.003 oHKoremaronoriqeckux 3abonesanuax) 4891
KapuoTunuposaHve (KONWYECTBEHHEIE U CTPYKTYPHLIE 8HOMENWK XPOMOCOM)
A12.05.013.066 C (hoTorpacren XpoMoCcoM 4891
WneaneHbiin Bec. [vera v duTHec, 5 nokalartenew (BEHO3HAR KPOBb;
B03.020.003.002 reHeTuyeckue HakTopsl UHAMBMAYaNLHLIX ocobeHHocTel obmeHa BewecTs) 1744
Beibepy cnoptT. CkopoCTe, CUNa, BEIHOCNMBOCTL (BEHO3HARA KPOBb,
reHeTUYECKan NPeAPACNONOKEHHOCTL K 3aHATUAM Pa3NMyHbIMKA BUAAMU
B03.020.003.001 cnopra) 5237
PacwmupeHHan reHoguarHocTuka cuHapoma Xunsbepa (TA-NosTopsI M
A27.30.015 3ameHbl p.G71R, p.P229Q B rere UGT1A1) 3635
leHeTUYecKkan AMarHoCTKa HacneaCcTEEeHHOW hopMbl NaHKpeaTHTa (reHbl
B03.057.002.001 PRSS1, SPINK1) 3457
A27.30.008.004 Onpegenexue MyTauum B rede BRAF (V600), onyxonesas TkaHb 5417
A12.05.013.002 XMA 3K30HHOTO YPOBHA (BEHO3HAEA KPOBL) 37386
XMA - cTaHAapTHeIA (BEHO3HAA KPOBb, BOPCHHLI XOPUOHA, paspelleHue ot
A12.05.013.001 200000 nap HykNeoTMaos) 18076
F'emoxpomaTos, onpeaenerue mytauuin (HFE: 187C>G (rs1799945) HFE:
A27.05.010.002 |B45G>A (rs1800562)) 997
leHeTu4eCKan AUarHoCTUKa NEPBUYHON AMYHUKOBON HEAOCTATOYHOCTH (reH
A27.30.119 FMR1) 3794
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FeHOAWarHOCTMKa BPOXAEHHOW MMNEpnNasmn HaanNoYeYHNKOB
(ncenenosanne 15 MyTauvi B reqe CYP21A2 ¢ y4eTOM M3MEHEHWA B

A27.05.024.004 ncesgorere CYP21P) 5578
TeHOAMarHOCTUKa BPOXAEHHOM0 @HMMOHEBPOTUHECKOrD OTexa (reH
B03.019.021.001 SERPING1) 10492
FeHeTM4ecKan AMarHoCTHKa CNMHaNbHON MbilweyHoA atpodun (SMNT,
A27.05.034.001 SMN2) _ — 208
EHETHYECKER AMArHOCTMKA HACNEACTBEHHON HEMPOCEHCOPHOW TYroyXoCTH
A27.05.033 001 (ressl GJB2, GJB3, GJB6, POU3F4, WFS1) 4848
MeHeTryeCKan AMarHoCTHKa CEMEAHON rMnepxonectepuHemiu (6 akaoHos
A27.30.142 reHa PCSKS) 5054
A27.05.035 eHeTH4eCKan AWarHOCTHKa PeHUNKeTOHYpUK (reH PAH) 2713
eHETUYECKAR AMArHOCTUKA HACNEACTBEHHON MMNepX0NecTEPUHEMUM (reHb!
A27.30.141 LDLR, PCSKS, APOB100) 5260
eHeTu4eckas NpeapacnoNoOKeHHOCTs Kk OoneaHn AnsurenMepa (seHo3Han
A27.05.002.001 kposb; APOE E2/E3/E4) 5067
[lnarHocTUka CemMernHON CPean3eMHOMOPCKON NMXOpaaKkK (nepuoanyeckan
B03.014.002.001 BonesHb, reH MEFV). 5714
KomnnekcHana reHoAMarHocTka HeAoCTaTOYHOCTH NpoTerHa C, npoTenHa S
W aHTuTpomBuHa Ill npy TpomBomnvK (YacTbie NONUMOPMWU3MBI B reHax
A27.30.215 PROC, PROS1, SERPINC1) 5861
B03.005.017.001 leHeTH4eCcKasn AMarHocTWKa anbga-Tanaccemwu (MyTayuv B reqe HBA) 4153
FeHeTuyeckas anarHocTvika BeTa-TanacceMuy 1 reMornobuHoNaTui
B03.005.017.002 (MyTayum B rene HBB) 5402
A09.05.035.032 Cwvponumyc, BAXX-MC 1969
A09.05.035.031 Jseponumyc, BOXX-MC 1961
A09.05.035.033 BarkomuumH, BOXX-MC 1980
A27.05.002.006 OnpegeneHne MyTayuu B reHe npotpombuna Thri65Met 1589
leHoaWarHocTMka TPOMBOTUYECKOM TPOMBOLMTONEHUYECKOW NypPRypel (reH
A27.30.216 ADAMTS13) 8545
leHoauarHocTuka 1, 2A, 2B, 2M, 2N, 3 Tunos Soneann doH Bunnebpanpa
A27.30.217 (18-21 1 28 ak3oHs! reHa VWF) 7643
A09.05.258 Koaraum Q10 oBuymin (ySuxiHoH) B kposm, BIXKX 2302
A09.05.259.001 nyTatvoH ceoBogHbIM (BoccTaHoBNEHHbIM, GSH) B kposw, BIMX 2159
OxcuaatueHbii cTpecc (7 nokasarenew): ManoHoBbIA AUanbaerds, KO3H3IUM
Q10 oBwmi (y6uxuHoH), BUTaMIUH E (ansta-Tokogepon), utamuH C,
BuTamuH A, 6eTa-kapoTuH (TpaHc-thopma), rnyTaTtmon ceoBoaHbIA
B03.016.017.994 (BoccTaHoeneHHbin, GSH) B kposu, BIMX 9638
A09.05.192 ManoxoBein guansgerna, BIXX 2118
A12.06.060.016 Buramud B7 (6uotun), B3XX-MC 1646
AnneprokoMnnexc npefonepauyuorHbii IgE (ImmunoCap) (TpunTasa,
B03.002.004.079 MenatuH koposuii c74, Narekc kB2, XnoprekcuauH c8) 4002
Maxens anneprexos nneceHn IgE ImmuncCAP, mx2 (Penicillium
chrysogenum m1, Cladosporium herbarum m2, Aspergillus fumigatus m3,
B03.002.004.108 Alternaria alternata m6, Setomelanomma rostrata m8 - cymmapHo) 670
MNanene annepreHos nneceHu IgE ImmunoCAP, mx1 (muket: Penicillium
chrysogenum, Cladosporium herbarum, Aspergillus fumigatus, Alternaria
B03.002.004.107 alternata - cymmapHo) 748
Manens Gbrosbix annepreHos IQE IMmunoCAP, hx2 (MukcT: gomawHss
Nbink, Knew| gomawHen neinu D.pteronyssinus, knew gomaluHed neinu D.
B03.002.004.077 farinae, TapakaH pbKMi - CyMMapHO) 783
Maxene annepreHos peiba IgE ImmunoCAP, fx74 (Tpecka f3, cenpaw f205,
B03.002.004.105 ckymbpun f206, kamBana f254 - cymmapHo) 637
Naxens annepreHos opexw IgE ImmunoCAP, fx1 (apaxuc 13, dyrayk 117,
B803.002.004.104 Gpaaunsckuii opex f18, muraans f20, kokoc f36 - cymmapHo) 670
Manens annepreHoB Myka 3NakoesIx W KyrxkyTHbie IgE ImmunoCAP, fx3
B03.002.004.089 (nwenuua 4, oséc 7, kykypyaa f8, kyrokyT £10, rpeumxa f11 - CyMMapHO) 670
MNaHent annepreHos myka anakossix IgE IMmunoCAP, fx20 (nwexuua f4,
B03.002.004.100 poxs f5, sumeHs f6, puc f9 - cymmapHo) 670
MNaxens annepreqce osoww IgE ImmunoCAP, fx14 (nomwaop 25, wnuHat
B03.002.004.103 f214, kanycra 216, nanpuka f218 - cymmapHo) 670
AHanua Omera-3 XMPHbIX KMCNOT B CbIBOPOTKE KPOBU: MMHONEHOBARA,
31KO3aNeHTaeHoBas, AOKO3aNEeHTaeHoBaR, AoKO3arekcaeHosas, Omera-3
B03.016.017.004 wHaeke, X 4125
A09.05.118.521 Kewsto, anneprokomnoHeHT IgE (ImmunoCAP), f443 rAna o3 1585
AD09.05.118.522 Mepcuk, anneprokomnoHeHT IgE (ImmunoCAP), f420 rPru p3 1585
A09.05.118.523 ABnoko, anneprokomnoneHT IgE (ImmunoCAP), f435 rMal d3 1585
A09.05.118.524 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f447 rAra h 1585
Manens annepreHos x1BOTHbIX IGE IMmunoCAP, ex70 (anuTenuit MOPCKOR
CBUHKW @6, aNUTenui Kponuka 682, anuTenii xomska e84, kpbiCel 887, Mbllub,
B03.002.004.084 e88 - cymMmapHo) 748
MNaxens annepreHos vBOTHLIX IGE ImmunoCAP, ex72 (nepes vy,
BOMHWCTOrO Nonyrainyvka e78, kaHapeikv €201, ANMHHOXBOCTOrD
B03.002.004.085 nonyraidmka 196, nonyras €213, eslopka €214 - CyMmMapHo) 670
MNaxene annepreHoa XMBOTHBIX, 3nuTenMA IgE ImmunoCAP, ex1 (MukcT
B03.002.004.086 NEPXOTh: KOWKKW, coBaKkM, NoWaau, KOpoBbl - CyMMapHo) 748
MNaxens annepreHos XMBOTHbIX IGE ImmunoCAP, ex2 (MMKCT: nepxoTe
KOLLUKW, NepX0Te cobaky, 3nMTenuit MOpPCKOI CBMHKM, KPbICA, Mbillb -
B03.002.004.087 CyMMapHo) 670
MNaHene annepreHos xMBoTHIX IGE ImmuncCAP, ex71 (MWKCT nepea Ty
B03.002.004.088 TYCA, KYPHUbI, YTKW, MHAGAKW - CYMMEPHO) 748
MNarens annepreHoB k cMeck NbinsLbl Aepesses IGE ImmunoCAP, tx5 (onexa
B03.002.004.090 cepan t2, newwna t4, a3 t8, wea t12, Tonons 114 - cymmapHo) 670
NaHens anneprexos k cmeck NbinbLbl Aepesses IGE ImmunoCAP, tx6 (knex
AceHenucTHuIM t1, Gepesa Gopopaeyaras 13, Gyk KpYNHONWCTHLIA 15, Ay6 17,
B03.002.004.091 rpeukui opex 110 - cymmaprao) 670
Nanens annepreros gepesses IgE IMMuUNoCAP, tx3 (MMKCT nbinbya
AepeBbeB: ONnbxa cepar, Bepesa Gopogaeyarar, newmHa obbikHOBEHHAER,
B03.002.004.089 Ay6 Benbiin, uea Genas - cymmapHo) 748
Manens annepreHos copbix Tpas IGE ImmunoCAP, wx2 (amBpoans
rornomeTensyaras w2, nonbiHs W, NOAOPOXHMK NEHLETOBMAHLIA W9, Maps
B03.002.004.093 w10, nebeaa yeuesvueamaHas w15 - CYMMBPHO) 670
MNakxens annepreroa snakoseix Tpae IgE IMMUNoCAP, gx1 (MMKCT Nbinbua
3nakoBbIX: e%a cOopHan, OBCAHWLA Nyrosas, nnesen, TMMOheeska nyrosas,
B03.002.004.092 MATMNK NYrOBOW - CYMMapHGo) 783
MNakxens annepreHos copHbix Tpas IgE ImmunoCAP, wx3 (nonbiHe wb,
NOAOPOXHWK NaHUeToBMAHLIA WS, mape w10, aonaTapHuk w12, kpanvea
B03.002.004.094 AsyaomHan w20 - cyMmapHo) 670
NaHens anneprenos copHbix Tpas IGE IMmunoCAP, wx1 (aMBpoans BbIcoKas
w1, nonbiHe W6, NOAOPOXHKK NAHUETONUCTHBIA W, Mapb Genar w10,
B03.002.004.074 30NbHUK/CONAHKE W11 - CymmapHo) 670
MaHens annepreHoB tpykTb! M Gaxuessie IGE ImmunoCAP, fx21 (kvew 184,
B03.002.004.095 AbiHA f87, BGanaH f92, nepcvk f85, ananac f210 - cymmapHo) 774

Mpaic AMC 2026




12

MNaHene annepreHos UATPycosbie W GpykTel IGE ImMmunoCAP, fx15

B03.002.004.096 (anenscyH 33, rRBnoko f49, 6aHaH f82, nepcuk f85 - cymmapHo) 670
Nanens annepreHos mopenpoaykTel IgE ImmunoCAP, fx2 (puiba f3,
B03.002.004.097 kpeseTku f24, ronyBan muaus f37, Tyneu f40, nococs f41 - cymmapHo) 670
MaHens anneprexos geTckown cMeck IgE ImmuncCAP, fx5 (Genok suua f1,
B03.002.004.098 monoko f2, peiba 3, nwenuua f4, apaxuc f13, cos f14 - cymmapHo) 670
MaHens MHran\uWMoHHLIX annepreHos N2 IgE (Tumodeeska, nnecHesbiA
B03.002.004.048 rpub (Alternaria tenuis), Gepeaa, nonbiHe 06bIKHOBEHHAR - CyMMapHO) 612
MaHens uHran\uWMoHHLIX anneprexos Ne3 IgE (knew - aepmarodar
NEPUHHBIA, ANUTENWIA KOLUKK, anuTenui cobaku, nnecHesbi rpub Aspergillus
B03.002.004.049 fumigatus - cymmapHo) 532
MNaHens MHranAuMoHHbIX annepreHos Ne6 IgE (nnecHesbin rpub
Cladosporium herbarum, Tumodeeska, nnecHesslin rpub Alternaria tenuis,
B03.002.004.050 Gepesa, nonbiHe 0BbIKHOBEHHAR - CYMMapHO) 592
MaHens MHranAuMoHHbIx annepreHos Ne7 IgE (anuTenuin kowkw, knewy-
Aepmaropar NepyWHHLIA, NepxoThb NoWwaaun, NepxoTe coBaku, anuTenvi
B03.002.004.051 KPONWKa - CyMMapHO) 462
MaHenb nHranAuyvoHHsIx annepreHos Ne8 IgE (3nuTenun Kowku, knewl-
Aepmartodar nepuHHbIA, Gepesa, nepxoTe cobaku, NonbiHbL 0BbIKHOBEHHAS,
TUMObeeBKa, POXb KyNbTWBMPOBaHHas, nnecHessii rpué Cladosporum
B03.002.004.052 herbarum - cymmapHo) 462
MNaHens MHranAUMOKHbIX annepreHoe Ne9 IgE (anuTenui KowkK, NnepxoTs
coBaku, OBCAHWLA Nyrosas, nnecHessit rpub Alternaria tenuis, NoAOPOKHYK -
B03.002,004.053 CyMMapHO) 690
MNanens annepreHos nnecexn Ne1 IgE (penicillium notatum, cladosporium
herbarum, aspergillus fumigatus, candida albicans, alternaria tenuis -
B03.002.004.013 CyMMapHo) 529
MNanene annepreHos nnecexu IgE, TMI (Penicillium chrysogenum notatum
m1, Cladosporium herbarum m2, Aspergillus fumigatus m3, Candida albicans
B03.002.004.016 m5, Alternaria tenuis alternata m8, Helminthospor. Halodes m8 - cymmapHo) 610
Manens nuwessix annepreHos Ne1 IgG (apaxuc, MMHAANL, DYHAYK, KOKOC,
B03.002.004.056 6pa3unLCKUi 0pex - CyMMapHO) 468
MNanxene nuwessix annepreHos Ne2 IgG (Tpecka, TyHew, KDeBEeTKH, N0COCH,
B03.002.004.057 [MUaMK - CymmapHo) 509
MNanene nuwessix annepreron Ne3 IgG (NWeHW|HaR MyKa, OBCAHAN MyKa,
B03.002.004.058 KyKypy3HasA Myka, CeMeHa KyHxyTa, rpeyHeBan MyKka - CyMMapHo) 532
MNarens nuwessix annepreHos Ne5 IgG (AU4HbIA Genok, MONOKO, Tpecka,
B03.002.004.059 NWeHWYHas Myka, apaxvc, coesble 606kl - cymmapHo) 455
MNarens nuweseix annepreHos Ne6 IgG (pyc, CeMEHa KyHXYTa, NWeHWYHas
B03.002.004.060 Myka, rpe4HeBan Myka, coessie 606bI - cymmapHo) 455
MNanens nuwiessix annepreHos Ne7 IgG (suuHbIl Genok, puc, KOpoBLEe
B03.002.004.061 MOIOKO, Bpaxuc, NWEeHWYHan Myka, COeBble 600! - CyMMapHO) 497
MNarens nuuwiesbix annepreHos Ne13 1gG (3eneHsid ropowek, Gensie 6066,
B03.002.004.062 MOPKOBb, KapToens - CyMMmapHo) 470
NaHens nuwessix annepreHos Ne15 IgG (anenscqH, Ganan, sbnoko, nepcuk -|
B03.002.004.063 CyMMapHo) 489
MaHens nuwessix annepreHos Ne24 1gG (dhyHayk, kpeseTkM, kvaM, BaraH -
B03.002.004.0684 CymMMapHQ) 455
Naxens nweesix anneprexos Ne25 IgG (cemeHa KyrxyTa, nekapckme
B03.002.004.065 APOXOKM, YECHOK, Cenbepeit - CyMMapHO) 526
Maxens nuwesbix annepreHos Ne26 IgG (AuqHbIA GENoK, MONOKO,
B03.002.004.066 apaxuc, ropyMLa - CyMMapHo) 526
MNanene nuwessix annepreHos Ne50 1gG (kvew, MaHro, GanaHs!, aHaHac -
B03.002.004.067 CyMMapHo) 597
Nanens nuwessix anneprexHos Ne51 IgG (nomwaop, kapTodens, MOPKOBb,
B03.002.004.068 4ECHOK, rop4vLa - CYMMapHO) 622
MNaxens nuwessix anneprexos Ne73 IgG (CBMHWHA, KyPMHOE MACO, rOBRAWHA,
B03.002.004.069 GaparuHa - cymMmmapHo) 541
A09.05.118.499 Tpecka atnaHTudeckan, anneprokomnorerT IgE (ImmunoCAP), f426 rGad c1 1585
A09.05.118.519 'peukuin opex, anneprokomnoHeHT IgE (ImmuncCAP), f441 rlug r1 1585
A09.05.118.520 I'peukmni opex, anneprokomnoxeHT IgE (ImmunoCAP), f442 rJug r3 1585
Moces Ha mukpochnopy oTaensemoro NOP-opraHos ¢ onpegenarvem
HYBCTBUTENBEHOCTU K OCHOBHOMY CMIeKTPY aHTWBMOTUKOB 1 BakTepuodbaram, B
A26.08.005.001 T.4. KaHgupa 1550
Moces Ha remodunbHyio nanovky (Haemophylus influenzae) ¢
A26.08.005.002 onpeaeneHeM YyBCTBMTENBHOCTM K OCHOBHOMY CNEKTPY aHTUBUoTUKoB 1250
Moces Ha mMukpodnopy otaensemoro IOP-opraHos ¢ onpeaeneHnem
A26.08.005.003 UyBCTBUTENBHOCTH K PECLUIMPEHHOMY CnekTpy aHTWBMOTUKOB, B T.4. Kanauaa 1450
Moces Ha mukpodnopy oTaensemoro JIOP-opraHos ¢ onpegeneHiem
YYBCTBWTENEHOCTM K PACLUMPEHHOMY CIEKTPY aHTUBWOTMKOB 1
A26.08.005.004 GakTepuodaram, B T.4. KaHauaa 1650
Moces Ha nuorenHLIA cTpenTokokk (Streptococcus pyogenes) ¢
A26.08.015 onpefeneHUeM YyBCTBUTENLHOCTY K aHTUBMOTUKaM 1250
A26.08.019.001 PHK eupyca rpunna A/H1N1 (canHoid rpunn), (ka.) 1557
OPBU-CkpuH (PHK pecnuparopHocuHumMTuansHoro supycal PHK
meTanHesmosipyca/ PHK naparpunna (tunos 1, 2, 3 n 4)/ PHK
kopoHaaupycos/ PHK puHosvpycos/ [IHK ageHosupycos (rpynn B, CH EY
A26.08.020.001 OHK Sokasupyca) 1400
A26.08.022 OHK apeHosupyca (Tvnei 3, 2, 5, 4, 7, 12, 16, 40, 41, 48), kposs, kad 615
A26.08.022.001 AHK apeHosupyca (tunel 3, 2, 5, 4, 7, 12, 16, 40, 41, 48) 670
A26.08.046.001 PHK koponaevpyca SARS-CoV-2 (COVID-18, PT-NLP-2) 529
PHK koporasuvpyca SARS-CoV-2 (COVID-19, peaynsTat ha aHrnnickom
A26.08.046.002 PYCCKOM fabikax, R23) 422
A26.08.050.001 AnTuTena k Boabyautento koknowa (Bordetella pertussis), IgM 496
A26.08.057.001 AHK napeosupyca B19 (Parvovirus B19) 380
A26.08.058.001 [HK uuTomeranoampyca (Cytomegalovirus, CMV) 290
A26.08.058.002 [HK uutomeranoempyca (Cytomegalovirus, CMV), konwuecTsenHo 340
A26.08.059.002 AHK supyca 3nwreiiHa-bapp (Epstein-Barr virus) 250
A26.08.060.001 AOHK eupyca repneca VI Tuna (Human Herpes virus VI) 345
A26.08.060.002 [OHK eupyca repneca VI Tuna (Human Herpes virus VI), konudecTaenro 435
KomnnekcHoe uccnegosarie [JHK MEeHUHTOKOKKE, reMOPUNEHON Nanoqkn,
cTpenTokokka (Neisseria meningitidis, Haemophilus influenzae,
A26.08.064.001 Streptococcus pneumoniae) , kau 1450
A26.09.080.001 AHK minkobaxTepuu TyBepkyneaa (Mycobacterium tuberculosis) 290
Liuroneruyeckoe vccneaosanme 3HAGCKONMHECKOTD MaTepuana Ha
A26.16.009 Helicobacter pylori 228
Moces Ha MepeuHWM C ONPE/IeNEHHEM YyBCTBUTENLHOCTHM K OCHOBHOMY
A26.19.004 CNeKTPY aHTMBMOTUKOB 1250
Noces Ha rpubbl pona kaHauaa (Candida) ¢ ueHTUMKaLMER 1
A26.19.009 onpeaeneHuemM YyBcTeuTEeNsHOCTU K BHTUMUKOTUYECKMM npenaparam 528
A26.19.010 Wccnenosaqye kana Ha NPOCTeMWIX, ANLE reNsMAHTOB 127
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WccnenosaHue kana Ha NPOCTEALLME W AWLA reNbMUHTO8 METO0M

A26.19.010.001 oboraweHus (PARASEP) 303
A26.19.020 Wccnegosanmwe anTureHa xenvkobakrepa (Helicobacter pylori) 8 kane 703
OKW-Tecr (Shigella spp./ Salmonella spp./ Campylobacter spp./ Adenovirus
A26.19.063.001 F/ Rotavirus A/ Norovirus 2/ Astrovirus) 918
A26.19.064.001 [1HK cansmorenn (Salmonella species) 670
A26.19.067.001 [HK soabyaurens ncespotyBepkyneaa (Yersinia pseudotuberculosis) 320
A26.19.070.001 OHK xenwkoGakTepa (Helicobacter pylori) 391
A26.19.072.001 PHK aHTeposupyca (Enterovirus), kan 546
A26.19.074.001 PHK porasupycos (Rotavirus) A 683
A26.19.075 PHK Hopoeupycos (Norovirus) |l Tuna 649
Moces Ha Bo3ByaUTENER KULLIEYHON MHDEKUMM (CANsMOHENNL!, WKMenb) ¢
A26.19.079 ONPeAENEHUeM HyBCTBUTENLHOCTM K OCHOBHOMY CNEKTPY aHTMEMOTMKOB 1250
A26.19.089 Porasupyc (06HapyxeHue aHTureHa B kane), MXr'A 559
A26.19.095 Wccnepobanue kana Ha Tokcukbl knoctpuaui (Clostridium Difficile) Au B 1435
A26.19.096 Wccnegosanve anTureHa nambnui (Giardia intestinalis) 8 kane 795
A26.20.006 MWKPOCKONMYECKOe MCCNea08aH1e 0TAeNAemMoro LieperkansHoro kaHana 109
MMWKPOCKOMWHECKOE MCCNEA0BAHWE OTASNAEMOr0 YPOreHUTansHoro
A26.20.006.001 TpaKTa(LuepsuKkanbHbIi KaHan + Bnaraniue) 115
Wccneposanve Ha BroueHo3 Bnaranuua (auarHocTuka 6akTepuansHoro
A26.20.007 BarMHoaa) 817
Mocee Ha MUkpOdNOpPY OTASNAEMOr0 YPOreHUTansHoro TpakTa XeHWuHs! C
onpeaeneHveM YyBCTBUTENbHOCTH K OCHOBHOMY CNekTpy EHTMEHOTHKOB, B
A26.20.008.001 T.4. KaHauAa 1250
Maces Ha Mukpodhnopy OTAENAEMOr0 YPOreHMTanbHOro TpakTa MeHLLMHbI C
onpefeneH1em HyBCTBUTENLHOCTH K PACLUIMPEHHOMY CNEKTPY aHTUGMOTMKOB,
A26.20.008.002 8 T.4. KaHguaa 1450
Moces Ha MUKPOMNOPY CTASNAEMOTO YPOreHUTANLHOM TPaKTa XEeHLLMHbI C
onpeaeneHem YyBCTBUTENEHOCTH K OCHOBHOMY CNeKTPy aHTUOMOTUKOB 1
A26.20.008.003 Gakrepuodbaram, B T.4. Kanguaa 1550
Moces Ha MWKpodhnopy OTAENAEMOro YPOreHUTansHOro TPakTa XeHUWWHbI ¢
OnpeaeneHem HyBCTBUTENBHOCTM K PACLUMPEHHOMY CNeKTPY aHTMBMOTUKOE
A26.20.008.004 1 GakTepnodaram, B T.4. Kanauwaa 1650
A26.20.009.004 [OHK nanunnomasuvpycos (BMY) 31/33 Tvnos, TUNMpoBaHwe 290
A26.20.009.005 OHK nanunnomasupyca (BMY) 16 Trna 260
A26.20.009.013 OHK nanunnomasvpyca (BMY) 18 Tvna 260
A26.20.008.006 [AHK nanunnomasupycos (BMY) 16/18 tunos, TMnMposaHWe, Kon. 335
A26.20.009.008 JHK nanunnomasvpycos (BMY) 6/11 Tunos, Tunuposaxve 250
A26.20.022.001 JIHK roHokokka (Neisseria gonorrhoeas) 290
A26.20.022.002 [HK roHokokka (Neisseria gonorrhoeae), Konu4ecTeeHHo 339
A26.20.025.001 [IHK 6neaHon TpencHemel (Treponema pallidum) 260
A26.20.030.001 OHK rapaHepennsi (Gardnerella vaginalis) 290
A26.20.032.001 Democpnop-8 (AHK) 2250
Moces Ha BeTa-reMonNUTUYECKWIA CTPENTOKOKK rpynnel B (S. agalactiae) c
A26.20.051 ONPeAeneHUem HyBCTBUTENEHOCTH K OCHOBHOMY CNIEKTPY aHTHBMoTHKoB 1450
A26.21.007.001 OHK xnamuauu (Chlamydia trachomatis) 290
A26.21.007.002 OHK xnamuguu (Chlamydia trachomatis), konu4ecreeHHo 339
Moces Ha Mukpodnopy OTAENREMOr0 YPOreHUTanbHOro TPaKTa MyXHiHbI C
OnNpeaeneHMemM YyBCTBUTENLHOCTH K PaclUMPEHHOMY CnekTpy aHTubuoTtukos,
A26.21.026.002 B 1.4. Kanguna 1450
Moces Ha MUKPONOPY OTAENREMOr0 YPOreHUTanbHoro TPaKTa MyX4uHbI C
onpefieneHem YyBCTBATENLHOCTA K OCHOBHOMY CNEKTPY aHTWEMOTMKOB 1
A26.21.026.003 Gakrepuodaram, 8 7.4, KaHavaa 1550
MNoces Ha MMKPOMNOPY OTASNASMOrO YPOTeHUTaNEHOMO TPaKTa MyXYKHBI G
onpeaeneHnemM YysCTBUTENLHOCTH K PACLUMPEHHOMY CNeKTPy aHTubuoTukos
A26.21.026.004 v Baktepnodharam, B T.4. Kanpuaa 1650
A26.21.027 [HK ypeannaamel (Ureaplasma urealyticum) 280
A26.21.027.001 [HK ypeannaamsl (Ureaplasma parvum) 290
A26.21.030.001 [HK Tpuxomonagel (Trichomonas vaginalis) 290
A26.21.030.002 [HK Tpuxomonaas! (Trichomonas vaginalis), Konu4ecTBeHHO 338
A26.21.031.001 OHK mukonnaamel (Mycoplasma genitalium) 290
A26.21.031.002 AHK mukonnaamel (Mycoplasma genitalium), KONM4eCTBEHHO 338
A26.21.032.001 [HK mukonnaamel (Mycoplasma hominis) 290
A26.21.032.002 [HK mukonnaamel (Mycoplasma hominis), konudecTeeHHo 290
A26.21.033.001 [OHK ypeanna3ame! (Ureaplasma species) 290
A26.21.033.002 [HK ypeannaamel (Ureaplasma species), KonM4ecTBeHHO 290
A26.21.035.001 [OHK ypeannaamsl (Ureaplasma urealyticum), konu4ecTBeHHO 330
A26.21.036.001 Anppodgnop CKPUH 1600
TunuposaHwe rpubos, pacwmperHeii (Candida albicans, Fungi spp, Candida
krusei, Candida glabrata, Candida tropicalis, Candida parapsilosis, Candida
A26.21.055 famata, Candida guilliermondii) 866
Moces Ha MUKPOdNOPY OTAENASMOrO KOHBIOHKTUBLI C ONPeaeneHrem
A26.26.004 HyBCTBUTENLHOCTU K OCHOBHOMY CNEKTPY aHTMBMOTUKOB, B T.4. KaHauaa 1250
Moces Ha MUKpONopy OTAENAEMOro KOHBIOHKTUBbLI C ONPeaeneHnem
A26.26.004.001 YYBCTBUTENLHOCTH K PACLUMPEHHOMY CNEKTPY BHTMEMOTWKOB, B T.4. KaHauaa 1450
Moces Ha MUKpPODNOPY OTAENAGMOTO KOHBKOHKTUBLI C ONPeaeneHnem
YyBCTBUTENBHOCTM K OCHOBHOMY CnekTpy aHTubuoTukos 1 Baktepuodaram, B
A26.26.004.002 T.4. Kanguaa 1550
Moces Ha MMKPODNOPY OTABNAEMOTO KOHBIOHKTMELI C ONpeAeneHiem
HYBCTBUTENBHOCTH K PACLUMPEHHOMY CMEKTRY aHTHOMOTWKOB K
A26.26.004.003 Gakrepuocharam, 8 T.4. KaHguaa 1650
Moces Moun Ha Mukpodnopy C ONpeaeneHem YyBCTBUTENBHOCTH K
A26.28.003 OCHOBHOMY CNEKTPY aHTMBMOTHKOB, B T.4. KaHAMAE 1250
Moces MOYKM Ha MMKPOMNOPY C ONPEAENEHUEM HYBCTBUTENEHOCTM K
A26.28.003.001 PaclUMpeHHOMY CrnexTpy aHTubuoTukos, B T.M. KaHauaa 1450
Moces Moun Ha MAKPONOPY C ONPeASNeHWEM YyBCTBUTENbHOCTH K
A26.28.003.002 OCHOBHOMY CMEKTPY aHTMEuoTHKoB 1 BakTepvwodaram, B T7.4. KaHanaa 1550
Moces MoYn Ha MAKPOGNOPY C ONPeASNeHWeM YyBCTBUTENIbHOCTH K
A26.28.003.003 PaclIMpeHHOMY CNeKTpy aHTMBroTHkos W GakTepvwodaram, B T.4. Kanawaa 1650
A26.28.010 AHTWreH nervosennsi (Legionella pneumophila) B pasoBor nopuuy Moum 1601
A26.30.005 BUOXVMMU4ECKOe MCcneaoBaHue cnioHbl (MukpobuoueHoa nonoctu pra), MX 1461
A26.30.026.001 AHK Tokconna3ambl (Toxoplasma gondii) 290
A26.30.026.002 [HK Tokconnasmbl (Toxoplasma gondii), Konu4ecTeeHHo 360
MeHer! AedexTel pepmenHTos donaTtHoro uukna (MTHFR, MTR,
A27.05.003 MTRR - 4 Tou4km) 949
A27.05.012 Onpenenexne mMyTaumn VB17F B 14 ak3oHe reHa Jak-2 knHaabl, kau 1378
A27.05.012.001 Onpenenexve Mytauun VB17F 8 14 akaoHe reHa Jak-2 KMHA3bl, KONuY. 1747
A27.05.017.003 BCR-ABL p190 - t(9;22), ka4ect 2607
A27.05.017.004 BCR-ABL p180 —1(9,22). konuy. 2749
A27.05.025 'eH aHaporeHoBoro peuentopa (AR), yucno CAG-nosTopos 2136
[uardoctuka CFTR-accoumnpoBatHbix 3abonesanuii: Gecnnoave,
A27.05.036 naHKpeaTuT, MykoBrcLMAo3 (38 abeppauwii reHa CFTR) 7050
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A27.05.037 BbiABneHWe Mukpogeneuwi B dakTope ascocnepmun AZF (nokycel A, B, C) 1888
A27.05.062 Onpepenerve MyTauwi B reHe EGFR, kpoBb (xuakocTHas Buoncus) 23991
MpeHaTanbHbIA CKPUHUHT | TPUMEcTpa BepemeHHocT ASTRAIA (8 Hegens -
13 Hepens 6 gH.) C pacyeTOM pUCKa 3aABepPXKM POCTa NNoAa, pucka
A27 20.001 NPEX/1EBPEMEHHbIX POAOB U NPE3KNaMNCcuu 800
OnpeaeneHue MukpocaTennuTHon HectabuneHocTv, MSI (onyxonesas
TKaHb, 3aKnioyYeHwe Bpaqa - NnabopaTopHOro reHeTuka no
A27.30.001 WCCNeaoBaTanLCKoOMy OTHeTy) 4096
A27.30.006 Onpeaenenue MyTauwi B reHe KRAS, onyxoneeas TkaHs 6772
A27.30.015.1 [uarHocTvka cuHapoma Xuns6epa (MyTayus resa UGT1) 1850
A27.30.090.001 PML-RARA T1n ber 1-2 — t{15;17), kavect 2478
A27.30.090.002 PML-RARA T1un ber 1-2 — t(15;17), konwy. 3635
A27.30.090.003 PML-RARA T1n ber 3 — 1(15;17), kavecr. 2478
Moces Ha MukoNnaamy 1 ypeannaamy (Mycoplasma hominis, Ureaplasma
B03.001.004 SPECies) ¢ ONpPeneneHnem YyBCTBUTENBHOCTW K aHTMBMOTUKaM 1785
B03.002.004.12 Anneproyvn, ImmunoCAP ISAC E112i 28375
AnneprokoMnnexc «MporHo3 addexTraHocTn ACUT: 3nakossie Tpassi» IgE
(ImmunoCAP) (Tumodbeeska nyroBan anneprokoMnoHexT, 213 rPhl p1, rPhi
B03.002.004.102 p5b, Tumodbeeska nyrosas, anneprokoMNoHeHT, g214 rPhl p7, rPhi p12) 3242
Anneprokomnnexc «MporHo3 achdpekTueHocT ACHUT: CopHbie Tpassi» IgE
(ImmunoCAP) (anneprokomnoHerTsr: AMBpoans w230 nAmb a1, MonbiHb,
B03.002.004.3 w231 nArt v1 1 w233 nArt v3, Tumodpeeska nyrosas, g214 rPhl p7, rPhl p12) 6333

B03.004.001 CooTHOLIeHWe koHLeHTpaLwuiA nencuHoreHa | U nencvHorexa Il 1020

lenetuyecku obycnosneHHas YyBCTBUTENLHOCTL k BapdapuHy (VKORCHT,

B03.005.008 CYP2CY, CYP4F2 - 4 To4KM) 1210

B03.005.014 Onpegenenue aHTvTen k ¢.Kactna - eHyTpexHemy daktopy (AB®) 699

CKPWHWHI Ha HOCUTENLCTBO HAaCNeACTBEHHLIX 3abonesaHi "basoebin”

B03.006.004 (FeHomen) 7119

B03.012.001 [pouHcynuH 2358

B03.014.003 [NLP-ararHocTuka knewesoro aHuedanira, Kposb, kady 688

B803.016.001 WHrepnenkun-1b 1150

KnuHudecknid aHanuva kposw 6e3 neakoumTapHon hopMyns! (BeH03Han
B03.016.002 KpOBb) 112
KrnHuyecknid aHanma kposw Gea neikouMTapHon hopmyns! (KanunnApHan
B03.016.002.001 KpOBb) 460
B03.016.006.01 06Lni aHanua Mouu 400
B03.016.010 OBwwit aHanwa kana (konporpamma) 167
B03.016.015 AHan13 Moum No 3UMHULKOMY 540
MNonuHeHackIWeHHsIe X1pHble kKMenoTel (MKK) cemeiicTea Omera-6:
nuHonesas (LA), ramma-nuHoneHosan (GLA), apaxunoHosan (AA) KMCNOTbI -
B LUEnNLHOW KpOBU (MeMBPaHHLIN, NMNONPOTeUAHLIA U CBOBOAHO-
B03.016.017.001 KUPHOKMCAOTHBIA Nynbi), FX-MC 2731
MonuHeHackIWeHHbIe XUpPHbIe KMcnoTel (KK) cemencTaa Omera-3.
Aokoaarekcaerosan (DHA), aikosaneHTaeHosan (EPA) - B LeNbHOR kposu
(MemBpaHHbIA, NMNONPOTEMAHbIA 1 CBOBOAHO-KUPHOKUCNOTHBIRA nynbl)
B03.016.017.003 ButamuH E (anbda-Tokobepon) 8 kposu, MX/BIMX-MC 3897
17-keToCTepOMaL! (8HAPOCTEPOH, aHAPOCTEHANOH, Al DA, 3TMOXONAHONOH,
INUaHAPOCTePOH, TECTOCTEPOH, INUTECTOCTEPOH, NperHaHTpuon,
COCTHOLLEHKE aHAPOCTEPOH/ITHOXONAHONOH, COOTHOLLBHUE
B03.016.022.001 TECTOCTEPOH/3NUTECTOCTEPOH) B CYTOYHOW Moye, MX-MC 2830
KoMnnekcHbId aHanua KpoBW Ha aMUHOKMCNOTb! (12 nokaaateneit: AnaxuH,
APruHUH, ACnapariHoBas KMCNoTa, Uurpynnun, MnyTamuHosan kuenora,
niumuH, MeTroHuH, OpHUTUH, ®enunananvH, TUpoauH, BanuH,
B03.016.025.001 Neiumn/Usonenymn), BAMX-MC 1880
l'eHoavarHocTuka BoneaHu Bunscona-KoHoeanosa (aHanua MyTauui rexa
B03.019.011 ATP7B) 2465
CrHAPOM NOMKOI X XPOMOCOMBI (ONpeaenenme Yucna nosTopos CGG B rere
B03.019.027.001 FMR1) 3204
Ckopocts knyBouqkosoi unstpauywm (CKD-EPI - eapocnsie/dopmyna
B03.025.001 LWsapua - neTH, BKNOMAET OnpeaeneHMe 3 KpeaTuH1Ha) 55
B03.027.007 MCA (MyuMHONOAOBHb I PaKO-aCCOLIMMPOBAHHBIM aHTUreH) 662
Komnnekcroe uccneposarme: koakcnpeccus p16 u Ki67 (CINtec PLUS) 1
B03.027.015 XWAKOCTHaA uuTonorvsa (MAMM — rect) 5635
MporHocTudeckan BeposTHOCTL (3Ha4YeHMe ROMA, npemexonaysa)
B03.027.017 (BrNIo4aeT onpepenerue anTureHa CA 125 u onyxonesoro pkepa HE 4) 1750
B03.027.020 WHaekc 3a0posbs npocTatsl (PHI) 4950
AHTUTENa NpW NapaHeonnacTUYeckUX CUHAPOMaX, wummyHoBnoT (k Yo-1, Hu,
B03.027.023 Ri.CV2 Ma2, amthuchmauHy) 2077
B03.029.001 AHTATENE K aKBaNOpwHy -4 2053
MpeHaTansHbIit CkpUHUHT | TPMMecTpa GepemenHocT PRISCA (10-13
Heaenk; Jaknioverve epava K/ no nccnegosarensckomy oTyeTy):
accoUMHpOoBaHHLIA ¢ BepeMeHHOCTLI0 npoTenH A (PAPP-A), ceoboaHan
B03.032.002 cybreamHuua Geta-Xry 649
B03.040.001 AHTUTENA K KNBTKaM COCYAMCTOro aHgoTenus (HUVEC) 776
BeicokocneumdniHoe sbIRBNeHWe B Bonocax HapKOTUYECKUX U
B03.045.024.003 NCUXOBKTWBHLIX BELYBCTB C UX TOMHOW MaeHTMdMKaLmen, TX-MC 7133
[HononHuTenbHbIA y4acTHuk Ne 2 (pacyeT BepOSTHOCTM POACTEa, 25
B03.045.030.003 Mapkepos) 3899
[ononHuTensHbIA yuactHuk Ne 3 (pacyer BEPOATHOCTK POACTEA, 25
B03.045.030.004 Mapkepos) 3899
B03.057.002 WmmyHornoBynuH noaknacca 1gG4 776
B03.057.003 AHTUTENA K BOKANOBUAHBIM KNETKaM KMLIESHWKA (BKK) 712
AmbOCTEPOH-PEHUHOBO® COOTHOLEHWE (BKNIOYABT: ANbAOCTEPOH, NPAMOS

B03.058.002 onpefeneH1e peHuHa, COOTHOLWEHKe) 1430
A26.06.082.010 AHTUTENa K GNeaHon TpenoHeMe (Treponema pallidum), IgM 249
A0S.05.009.008 C-peakTuBHbiv Genok ynbTpaqyBCTBUTENEHBIA 185

A26.06.006 AxTuTENa k acnepriunnam (Aspergillus fumigatus),IgG 224

N-KOHUEBOW (bparMeHT HaTpuHypPETMECKoro NponenTiaa B-Trna (NT-

A09.05.256 proBNP) 1450
A09.05.007.002 rencuanH-25 3471
AD9.05.008.001 PacTeopuMbii peientop TpaxcteppuHa (sTRF) 1082

OpraHudeckue kucnote! (40 nokasatenen) - CKPUHWHI HECNEACTBEHHbIX

Goneareli obMeHa y HOBOPOXAEHHSIX U AeTeil Ao 3 neT B Pa30s0i4 Nnopuvn
B03.016.018.002 Moyu, MX-MC 3484
B03.016.025.002 AMUHOKMCNOTb! (28 nokasaTenen) s pasosom MOPL{ MOYM 3982
B03.058.001.001 TPWAOATAPOHWH peBepcmaHbIn (rT3) BIXX-MC 6269
B03.058.001.002 TpuionTuporuH (T3) obuywii, pesepcuaHbli (rT3), unaekc T3/rT3, BINK-MC 4675
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Mapkep chopmWpOBaHks KOCTHOrO Matpukca P1NP (N-TepmvHansHbiA

A09.05.296 nponentua npokonnareHa 1 tuna) 665
A09.05.204 WHCynuHonoao6HeIn daktop pocta, UOP | (Comatomeans C) 473
A09.05.124 CeporornH, BOXX-MC 880
A09.05.085 MvcTamun, BIXX-MC 1582
A09.05.124.001 MenaToHuH B kpoeu, BIXX-MC 1911
ScrporeHb v ux meTabonuTbl (10 nokasaTenen) B CyTouHON Mose, MX/BIMX-
A09.28.023.001 MC 4980
A26.05.019.006 PHK BIr'C, resotin (1,2,3), KpoBb, kau. 12398
A26.05.019.008 PHK BI'C, resotun (1a,1b,2,3a,4,5a,6) kpoBb, KOu4. 2300
A26 20.021.002 [HK cTpenTokokka (S. agalactiae), kon. 430
A26.08.061.002 [HK nHeBmMoumcTb (Pneumocystis jirovecii (carinii)) 530
A26.01.030.002 [IHK rpn6os nepmatogmTos (Trichophyton, Epidermophyton. Microsporum) 1200
Mvko3oCkpuH (Tunuposanue [IHK Candida, Malassezia, Saccharomyces n
A26.21.055.006 Debaryomyces) 1352
BMY-tect (BekTop-Bect) BLICOKOrO KaHUSPOreHHoro pucka (16-68 Tunos: 16,
18 c onpegenenxnem Tuna, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68
A26.21.008.887 CyMMapHo) 816
PHK poTasupycos, HOpOBMpYCOB, aCTPOBUPYCOB
A26.19.074.003 (Rotavirus/Noravirus/Astrovirus) s kane 634
Peakuua NaccBHOM reMarrniTuHaumi Ha cudgunuc (PMTA),
A26.06.082.011 NONYKONWYECTBEHHO 333
AnTuTena k Genky Tennosoro woka Chlamydia trachomatis (Anti-cHSP60),
A26.06.018.993 1gG 534
AZ26.06.122.002 AHTMTENA K aHW3akmaam (Anisakis), IgG 654
AD8.30.011.002 LitTonorM4eckoe MccneqoBaHne acUMTHUYECKON XUIKOCTH 250
MAMN-TecT (UMTONOrM4ECKOe UCCNENDBaHWE CMELLaHHOro cockoba C Wewnkn
AD8.20.017.006 MaTK1 1 LIEpBUKANLHOTO Kasana) 228
MAMN-TecT (UMTONOrMYECKOe UCCNEeaoBaHWE COCKOBOB LIEHKK MaTKKU 1
A08.20.017.005 UepBnKansHore kaHana, 2 crexkna) 231
ACTONOrMHecKoe UCcneaoBaHke ONepaLMoHHOro Marepuana, 1 KoHTenHep
A08 30.017.002 (KPOME KpYMHOro onepauuoHHOro Matepuana, nnayeHTs! U abopryca), LDG 1387
[CUCTONOrMYECKOE UCCNEAOBAHWE JHAOCKONUUECKOrO MaTEPUana xenyaka ¢
A08.16.002.003 sbirBneHuem Helicobacter pylori, LDG 1994
McToNnOrMYeckoe UCCneaoBaHWe 3HAOMETPUA (B T.4. nawnens-Guoncus),
A08.20.003.003 LDG 1388
KOMNNeKcHoe rMcToNorMYeckoe MCCNea0BaH1e 3HAOMETPHA C NONKMom (2
A08.20.003.004 koHTenHepa), LDG 3431
FucToncriyeckoe UCCNeaoBaHWe 3HAOCKOMMUECKOro MaTepuana xenyaka
A08.16.002.001 (OLGA, 3 KoHTeWHepa: Teno, yron, aHTpansHbid otaen xenyaxka, HP), LDG 3573
TucTonoruyeckoe uccneacsaHvwe Matepuana Pl1B (paspensHoe
IMBrHOCTUHECKOE BbICKaBNMBaHUe: NONOCTL MaTKKX, LIEPBMKaNbHSsIA kaHan, 2
A08.20.003.005 koHTenHepa), LDG 3204
TMcTONOrM4ecKoe UCCNeAoBaHNe 3HAOCKOMMYECKOrO MaTeprana KWWeYH1Ka
npw BocnanurensHeix 3aboneeaHwax (NecTHUYHan Bruoncma, HeCKoNbKo
A08.17.001 koHTenHepos), LDG 2785
KoMnnexkcHoe rucTonor4eckoe 1 MMMyHOrMCTOXMMuYeckoe (MMX)
A08.20.003.006 vccneaoeaHue BuoncuitHoro matepuana aHaometpua (CD138), LDG 4580
FucTonoruyeckoe wnccneaosaHue BuoncuiiHoro n onepauyvwoHHOro marepyana
A08.01.001.003 KOMHbIX M NOAKOXKHBIX HoBoOBpasosaHui, Unim 4656
A08.30.013.005 WUmMmyHorucToxumuueckoe uccnegosanue, ALK, LDG 13638
A08.20.009.006 WX onyxonu monoqxon xenesel (PR/ER/Ki67/Her2 neu), Hadassah 11744
A08.21.001.006 WX onyxonu npeacTaTensHon xeneasl (Ck5/P63/AMACR), Hadassah 10044
MMMyHOrMCTOXMMMUYECKOE UCCnefoBaHue, onpeaeneHue akcnpeccui PDL1
A08.30.039.002 (knoH SP263), Hadassah 11048
WUMMyHOrMCTOXMMUYECKOE UCCNeaoBaHue, onpeaeneHue akcrnipeccuu PDL1
A08.30.039.003 (knoH SP142), Hadassah 11048
A08.30.013.002 WMMyHorucToxumMuyeckoe uccnegoearne, HER2 neu, Hadassah 3629
WmmyHorpamma Basosan (CD3, CD3/4, CD3/8, CD19, CD16/56, CD3/16/56,
CD3/HLA-DR, neiikouutapHo-T-II® vHAEKC, MMYHOPErynsTOPHsIH MHAEKC.
A12.30.012.013 BrnioyaeT aHanva KpoBu ¢ nerkouMTapHok popMynon) 1851
A12.06.020.001 AHTUTENE K TMpO3vH-thocaTase (aHTu-1AZ) 1148
Nanens nuwessix annepreHos Ne1 IgE (apaxuvc, MUHAANE, YHAYK, KOKOC,
B03.002.004.017 Gpa3nnbCkui opex - CyMMapHo) 468
Manens nuweskix annepreqos Ne2 IgE (Tpecka, TyHey, KPeBETKM, NOCOCk,
B03.002.004.018 MWWK - CYMMapHO) 509
MNanens nuweskix annepreqos Ne3 IgE (nweHWyHan Myka, OBCRHAA Myka,
B03.002.004.019 KYKYPY3Has Myka, CeMeHa KyHXyTa, rPe4HeBan MyKa - CYMMapHO) 532
MNaHene nuwessix annepreHos Ne5 IGE (andHbIA Genok, MONoKo, Tpecka,
B03.002.004.020 nieH4Han Myka, apaxuc, coesble 606l - cymmapHo) 455
Manens nuweskix annepreHos Ne6 IgE (puc, cemeHa KyHxyTa, NeHW4HanA
B03.002.004.021 MyKa, rpeyHeBan Myka, coesbie 606b! - cymmapHo) 455
Maxens nuwessix anneprerHos Ne7 IgE (sudHbIM Benock, puc, kopoBse
B03.002.004.022 “m’onom' apaxvc, NWeHN4Han Myka, coeabie 6506bl - cymmapHo) 497
MaHens nuwessix anneprexos Ne13 IgE (ropox, Genas dacons,MOpKoBs,
B03.002.004.023 KapTodens - CyMMapHo) 470
Manens nuuiessix annepreHos Ne15 IgE (anenscuH, BanaH, aGnoko, nepcuk -
B03.002.004.024 CYMMaPpHO) 489
MNarens nuwessix anneprexos Ne24 IgE (byHayk, KpeBeTKM, KUBM, BaHaH -
B03.002.004.025 CyMMapHo) 455
MNarens nuwessix anneprexos Ne25 IgE (cemena kyrxyTa, nekapckue
B03.002.004.026 [APOXOKM, YECHOK, CEnbaepei - cymm_gpuo) 526
Maxene nuwessix annepreHos Ne26 IgE (audHbIi Benok, Monoko, apaxmc,
B03.002.004.027 ropynua - CcyMmapHo) 526
Marene nuweskix annepresoe Ne50 IGE (kmBw, maHro, BaHars!, aaHac -
B03.002.004.028 CYMMapHO) 597
MNarens nuwessix anneprexos Ne51 IgE (nomuaop, kapTodens, MOpPKOBb,
B03.002.004.029 YECHOK, rOpYMUa - CYMMAaPpHO) 622
Marene npodeccroHaneHeix annepreHos Nel IgE (nepxote nowaaw,
B03.002.004.031 NepX0Tb KOPOBbI, NEPO ryCs, NEPa KypuLibl - CyMMapHo) 679
Marens annepreHos xuBOTHLIX Ne1 IGE (anvTenuin KoLk, NnepxoTe nowagu,
B03.002.004.032 NepxOoTb KOPOBbI, NEPX0TL cobaku - CymMmapHo) 485
Marene annepreHos ¥MBOTHLIX Ne70 IGE (3nuTennin MOPCKON CBAHKM,
B03.002.004.033 3MUTENNA KDONKE, XOMSK, KpbICa, Mbillb - CyMMapHQ) 559
Marens annepreHoB MMBOTHLIX/NEpLA Myl Ne71 IgE (nepo rycs, nepo
B03.002.004.034 KypPWLbl. NEPO yTKW, NEPO WHAKOKE - CYMMAPHO) 480
MNarens annepreHos XUBOTHBIXINEPLA NTMY Ne72 IgE (nepo sonHucToro
B03.002.004.035 nonyras, Nepo nonyras, Nepo KaHapewku - CyMMapHo) 617
Maxens annepreHos nepesses Ne1 IgE (knex rceHenucTHbIN, Gepeaa, B3,
B03.002.004.037 ay6, rpeukmia opex - cymmapkao) 575
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Marxenb annepreHos Aepesbes Ne2 IgE (kneH ACeHeNWCTHLIW, TONeNk, BA3,

B03.002.004.038 Ay6, nexkaH-cyMmapHo) 618
MNarent annepreros aepesses Ne5 IgE (onbxa, newmHa obsikHoBEHHAR, BAS,
B03.002.004.039 WBa, TOMNONb - CyMMapHo) 577
MNaxens annepreHos aepesses Ne9 IgE (onbxa, Gepeaa, newwuHa
B03.002.004.040 0BbIkHOBEHHaS, Ay6, MBA - CyMMapHO) 427
MNaHens anneprexos Tpas Ne1 IgE (exa cbopHas, OBCAHMLA NYroBas, poXb
B03.002.004.042 MHOrONeTHAR, TUMO(eeBKa, MATNMK NYroBOW - CyMMapHO) 413
MaHens anneprexos Tpas Ne3 IgE (KONOCoK AYWKCTLIN, POXb MHOTONETHAR,
B03,002.004.043 TUMOChEEeBKa, POXb KyNbTMBUPOBaKHas, ByxapHyK WepPCTMCTbIA - CyMMapHO) 485
MaHens annepreHoB CoOpHbIX pacTeHwd 1 useTos Ne1 IgE (ambpoans
0BbIKHOBEHHAS, NONbIHE 0OLIKHOBEHHARA, MOAOPOXHWK, Mapb Genas,
B02.002.004.044 30NbHUK/CONAHKE - CYMMapHO) 577
MNaHens annepreHoB CopHbIX pacTeHud 1 LipeTos Ne3 IgE (nonbiHe
0BbIKHOBEHHAR, NOAOPOKHUK, MapL Genas, 30NoTapHUK, KPanWBa ABYAOMHARA
B03.002.004.045 - CyMMapHo) 523
Maxens annepreHos COpHbIX PACTEHMA U UBeToB Ne5 IgE (amBpoava
0BbIKHOBEHHAR, NOMbIHE OOBLIKHOBEHHAERA, 3010TPHUK, HUBRHUK, OAYBAHUMK
B03.002.004.046 MEKAPCTBEHHbLIA - CYMMaPHO) 427
Marxens wHransumoHHbIx annepreros Ne1 IgE (exa cbopHas, TuModeeska,
AMOHCKMA Keap, amBpo3vs obbikHOBEHHAR, NONbIHL O0LIKHOBEHHEA -
B03.002.004.047 CYyMMapHO) 577
A09.05.271.001 KoBanbT B kpoBwW, cnektpomeTpus (Co) 577
A09.28.061.001 CeuHey B pa3oBoi NOPLMM MoK, cnekTpomeTpus (Pb) 626
A09.28.064 OeaokcunupuaunHenuH (DPD) B pa3osoi nopumy MoK 1875
A09.28.065 Woj B pa3oBon NOPLWMA MoK, crekTpomeTpus (1) 1459
A09.28.070.001 Bop B pa3osoi NOPLMM MO4M, CNeKTPOMETPHS (B) 626
A09.28.071.001 AnNOMUHWA B PA30BOW NOPUMK MOYM, CEKTpOMeTpUs (Al) 626
A0S.28.072.001 KpemHWiA 8 pa3oBOi NOPUMK MOYM, CNEKTPOMETPMS (Si) 626
A09.28.073.001 TwTaH B pa3osov NOpUMM MOYM, cnekTpomeTpus (Ti) 826
AD9.28.074.001 Xpom B pa3oBoi NopuMKA Modw, cnexkTpomeTpus (Cr) 626
A09.28.075.001 MapraHey B pa3sosoi NOPUMK MOYM, cnekTpoMeTpus (Mn) 626
A09.28.076.001 KobanbT B pa3osoi nopuui mouu, cnektpometpus (Co) 626
A09.28.078.001 Menp, cyTOYHEA IKCKPeLWA, CNeKTPOMETPUA (Cu) 594
AD9.28.079.001 LIMHK B pa30B0O NOPUMK MOYM, CNeKTpoMeTpus (Zn) 626
A09.28.080.001 MbiWwbaK B pa3080% NOPUMM MOYW, CnekTPOMETPUS (As) 626
A09.28.081.001 CeneH 8 pa3oBow NOPLMM MOYM, CNEKTPOMETPUSA (Se) 626
A09.28.082.001 MonwBaeH B pa3osoii NOPUMK MOYM, CnekTpoMeTpus (Mao) 626
A09.28.085.001 PTyTs B pa3oBoy NOPYMM MO4M, CnekTpoMeTpus (Hg) 626
Komnnekc «MeHOTUNMPOBaHWE CyNPYKECKOW Napkl N0 aHTUreHam
A12.05.010.006 rmcrocosmecTvmocTik HLA |l knacca» 5842
A12.30.002 AML1-ETO —1(8;21), kau. 3082
A26.06.045.006 AHTuTena k supycy npoctoro repneca |l Tuna (Herpes simplex virus 11), IgM 384
AHTUTENE K BUpYCY NpocToro repneca |, |l Tunoe (Herpes simplex virus 1, 11),
A26.06.046 1gG 226
AHTUTENa K BUpYCy npocToro repneca |, Il Tunos (Herpes simplex virus |, I1),
A26.06.047 IgM (ummyHoBnoT) 1757
A26.06.047.001 AHxTtuTEna k supycy repneca VI tuna (Human herpes virus V1), IgG 285
AHTuTENa K BUpYCy npocToro repneca |, Il Tunos (Herpes simplex virus |, 1),
A26.06.048 1gG (MmmyHoBnoT) 1639
A26.06.049.001 BWY (aHTWTEna 1 aHTHreHs!) 128
A26.06.051 AnTtuTena k nervoHennam (Legionella pneumophila), CyMMapHbie 978
A26.06.053 AxTUTENa K NeiAwmaruu (Leishmania infantum), IgM, IgG cymmapHo 391
A26.06.056.001 AHTUTEna k Bupycy kopw, 1gG 285
A26.06.057 AHTUTENa Kk Mukonnasme (Mycoplasma pneumoniae), IgM 400
A26.06.057.001 AntuTena Kk Mukonnasme (Mycoplasma pneumeniae), IgG 400
A26.06.062 AHTUTEna k onucTopxam (Opisthorchis felineus), IgM 282
A26.06.063 LMK, copepxalme aHTUreHsl onucTopxos 278
A26.06.063.001 AHTtuTena k napsosupycy (Parvovirus) B18, 19G 443
A26.06.063.002 AHTuTEena K napsosupycy (Parvovirus) B18, IgM 440
A26.06.067 AHTUTENA K PECNMpaTopHO-CMHLMTUANbHOMY Bupycy (RSV), 1gG 1058
A26.06.071.001 AHTUTENa K BUPYCY KpacHyxw, IgG 214
A26.06.071.002 AHTUTENA K BUPYCY KpacHyxu, IgM 266
ABMAHOCTL IgG K BMPYCY KpacHyxu (BKMIQ4aeT ONpeAeneHne aHTTen K
A26.06.071.003 BUpYCy KpacHyxu, IgG) 562
A26.06.073 AHxTUTena k canbmoHennam (Saimonella) A, B, C1, C2, D, E 528
A26.06.077 AxTtuTena k Vi-antureHy 8o3byaurens GprowHoro Tuda (Salmonella typhi) 250
A26.06.079 AnTuTena k TpuxkHennam (Trichinella spiralis), IgG 271
A26.06.080 AHTUTENA K TOKCOKapaMm (Toxocara canis), IgG 580
A26.06.081 AHTUTENa K TOkconnaame (Toxoplasma gondii), IgA 224
A26.06.081.001 AnxTuTena k Tokconnaame (Toxoplasma gondii), IgG 187
AsuprocTs IgG k Tokconnasme (Toxoplasma gondii) (sknioyaet
A26.06.081.003 onpefeneHWe aHTuTen K Tokconnasme, IgG) 503
A26.06.082.001 Mukpopeakuus Ha cudunuc kauecteeHHo (RPR) 250
A26.06.082.002 AntuTena k bnenroi TpencHeme (T pallidum), cym 178
A26.06.082.003 Peakuus NaccuBHON reMarTnioTuHaLmM1 Ha cudmnic (PTTCA), kauecTBeHHO 267
A26.06.088.002 AHTUTENA K BUPYCY Knewesoro sHuedanuta, 1gG 228
A26.06.093 AHTuTena k vepcvHmsmM (Yersinia enterocolitica), IgA; 1IgG 465
AHTWTENa K Bo3ByauTento nceeaotybepkyneaa (Yersinia
A26.06.094 pseudotuberculosis), PMICA, Tutp 413
A26.06.098 AHTUTENa K Wwurennam (Shigella flexneri |-V, Shigella sonnei) 1044
AHTuTEna k BO3ByaMTENAM KOKNIOWa K napakokniowa (Bordetella pertussis,
A26.06.102 Bordetella parapertussis), cymmaptbie (PMTA) nonykonu4ecTBeHHo 1028
A26.06.103 AHTUTENA K KOKNIOLWHOMY TOKCUMHY, IgA 454
A26.06.104 AHTuTena k 8o3byautento auprepum (Corynebacterium diphtheriae) 732
A26.06.105 AnTuTena k 8oabyavTento cronbHaxa (Clostridium tetani) 434
A26.06.109 AHTWTENa K MeHuHrokokky (Neisseria meningitidis) 774
A26.06.120 AxTtvTena k knoHopxam (Clonorchis sinensis), IgG 437
A26.06.121 AHTWTENa K ackapwuaam (Ascaris lumbricoides), 19G 750
A26.06.123 AHTUTENa K yrpuuam kuwedHbim (Strongyloides stercoralis), IgG 570
A26.06.124 AHTUTENA K WKcTocomam (Schistosoma mansoni), IgG 412
A26.08.138 TB-®epon Tect (IGRA- TecT, AnarHocTuka TyBepkynesa) 3381
A26.08.001 Noces Ha audTepuiAHyto nanouky (Corynebacterium diphtheriae, BL) 1300
AQ7.16.006 13C - ypeasHsid abixaTensHbIM TecT (H. pylori) 535
A08.01.002 LiuTonoruyeckoe uecnenosaHine HOBOOGPa30BAHWA KOXW 256
A08.08.006 LiuTonorieckoe necneaoBaHke 3HAOCKONWYECKOro Matepuana 230
A08.14.004 McTonorMyeckoe WccnenoBaHWe NyHKUWOHHOTO MaTepiana NeyeHm 1049
rucTonorv4eckoe nccnenoBamie cockoba LepBMKanbHOro KaHana +
TACTONOTUHECKOE uCCnefoBaHke cockoba 3HAOMeTPUR/ TMCTONOMMYEecKoe
A08.20.002.002 uccneposanmne Guoncum Wwenkv Matky (Unim) 6526
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WX peuenTopHoro craTyca 3HACMETPWA, CTaHAapTHoe ((asa cexpeyvn

A08.20.003.002 (ER/PR/CD138/CD56)), LDG 11369
A08.20.012 LivTonorv4eckoe MCCNeaoBaHve OTAeNAeMoro Bnaranvwa 271
A08.20.015 LiuTOnorM4eckoe WccnefoBaHve NyHKTaToB MONOYHOW Xenesb! 230
A08.20.017 LuTonoriyeckoe nccnegosanuve cockoba ¢ Weiku maTku 271

A08.20.017.001 LivTonorvyeckoe mccnenosaHve cockoba W3 YeperkansHoro kaHana 230

A08.20.017.002 KuUakocTHaA uMToNnorvs 1000
A08.20.019 LivTonoryeckoe uccneaosaHve 0TAENASMOr0 MONOYHOW Keneab! 230

Buoncus NpeacTaTenbHOM Xeneasl MyNbTUdOoKansHan (rMcTonorMyeckoe
A08.21.001 vccneqoBaHke marepuana) 6024
A08.21.001.002 WX onyxonu npeacrarensHow xenessl (Ck5/P63/AMACR), LDG 11369
TMCTONOrMYECKOe MCCNEAOBAHME NYHKLMOHHOMO MATEPKAaNa WWTOBMAHON
A08.22.003 xeneab! 1049
A08.22.004 LinTonormuyeckoe uccnesoBaHue NyHKTaToB WWTOBMAHON Xeness! 230
A08.28.005 MCTONOIMYECKOEe MCCNe0BaHe NYHKYMOHHOMO Mareprana noYek 1049
AD8.28.012 LiTonormyeckoe uccnejoBaHve 0canka MoYn 256
A08.30.007 NepecMoTp roToBbIX LMTONOrMYeck1x Npenaparos (BTOpoe MHeHue), 1 nokyc 205
A08.30.013 KomnnekcHoe UIX uccnegoeaxue, LDG 30239

A08.30.013.001 WmmyHorMcToxumudeckoe nccnegosanne, ROS1, LDG 10057
A08.30.016 LiuTonormyeckoe MccnefoBaHWe NyHKTATOB APYrMX OPraHos W TKaHewn 230
A08.30.028 LiuTonoruueckoe uccnegoeaHue cockoBoe 1 oTneyaTkos 230

A08.30.046.002 HononHutensHoe narotoanedve 1 mukponpenapara, LDG 643

A08.30.046.003 [ononHuTensHoe uarotosneHue 2 mmkponpenapatos, LDG 1086

A08.30.046.004 [lononHuTeNbHOE MaroToeneHue 3 Mukponpenapartos, LDG 1529

A08.30.046.005 [ononHurensHoe narotoenexHue 5 mukponpenaparos, LDG 2161

A08.30.046.006 [ononHuTensHoe narotoenex1e Mukponpenapara (6-10), LDG 4093

A08.30.046.007 LononHutensHoe »arotoeneHwe Mukponpenapara (ot 10), LDG 9502

A08.30.046.008 [opeaka ogHoro cTeknonpenapara ua Gnoka (Unim) 756

rucronoruyeckoe wccnenosaHne 3HL0CKONUYEeCKoro marepuana (nunun

A08.30.046.009 Gonee 2 cm; Unim) 3976

lucTonoruyeckoe uccnefoBaHne AHQOCKONUYECKOro matepuana npocToe (4o
A08.30.046.010 3-X KYCOYKOB) N1WEBOAa, Xenyaxka, KuwkK, BpoHxa, ropranw, Tpaxew (Unim) 3049
rucTonoruyeckoe uccneaoBaH1e 3HNOCKONMHECKOro MaTepyMana npocToe (40

A0B.30.046.012 3-x kycouxoB) +Beirsnenue Helicobacter pylori 3a cnyyain (Unim) 4981

A08.30.046.013 KoHcynbTauwa rotosbix npenapatos (1 nokyc) 3191

A09.01.007.001 Ilvtwia B BONOCax, cnextpomeTpus (Li) 543

A09.01.011.001 bop B sonocax, cnextpomeTtpus (B) 543

A09.01.012.001 AnOMWHMIA B BONocax, CnekTpoMeTpus (Al) 543

A09.01.013.001 KpemHuiA B Bonocax, cnektpometpius (Si) 543

A09.01.014.001 TwraH B Bonocax, cnektpomeTpus (Ti) 543

A09.01.015.001 XpoMm B BOnocax, cnekrpometpus (Cr) 543

A09.01.016.001 Mapraney B Bonocax, cnekTpomeTpua (Mn) 543

A09.01.017.001 KobanbT B BONocax, cnexkrpomerpus (Co) 543

A09.01.018.001 Hukens B Bonocax, cnektpometpus (Ni) 543

A09.01.019.001 Megb 8 BONOCax, cnextpomeTpus (Cu) 543

A09.01.020.001 LiuHk B BONOCaX, CNEKTPOMETPHA (ZN) 543

A09.01.021.001 Mbiwbsk B BONocax, cnexktpomerpus (As) 543

A09.01.022.001 CeneH 8 Bonocax, cnektpomeTpus (Se) 543

A09.01.023.001 MonuBaeH B Bonocax, cnekTpomerpus (Mo) 543

A09.01.024.001 Kagmuni B Bonocax, cnektpometpus (Cd) 543

A09.01.025.001 Cypbma B BONOCax, cnekTpoMeTpus (Sb) 543

A09.01.026.001 PryTs B BONOCaX, cnekTpoMeTpua (Hg) 543

A09.01.027.001 CevHew B Bonocax, cnekTpomeTpus (Pb) 539
AD9.05.004 XonecTepwH NUNONPOTEMA0B BbICOkOW nnoTHocTW (MBI, HDL) 250
A09.05.006 MuornoBun 577
A09.05.007 Xeneso 160
A09.05.008 TpaHcdheppuH 420
A09.05.009 C-peaxTuBHbin Benok 280
A09.05.010 O6wwmin Genok 230
A09.05.011 AnbBymMuH 150
A09.05.017 MouesuHa 220
A09.05.018 Moueeasn kucnota 220
A09.05.020 KpeaTuHuH 200
A09.05.021 BunupybuH obwmi 200

AD9.05.022.001 Bunnpybun npamod 200

BunupyBuH HenpaMoi (BKNIoYaeT onpeaeneHve obuiero M NPAMOTo
A09.05.022 Gnnupybuna) 92

A09.05.023.001 nroko3a 200

A0S.05.023.002 'niokoaa nocne Harpy3akw (1 vac cnycrs) 400

A09.05.023.003 'nioko3a nocne Harpyak (2 4aca cnycra) 450
A09.05.025 Tpurnuuepuabl 250
A08.05.026 XonecrepiH obuwmi 250
A09.05.027 NunonpoTewH (a) 340
A09.05.030 Harpui, kanui, xnop (Na/K/Cl) 280
A09.05.032 Kanbyuin obuwuin 150
ADS.05.033 Dochop HeopraHUHecKui 150

A0S.05.035.001 denobapburan, MX-MC 2206

A09.05.035.002 DPunnencuH (kapbamasenur, Terpeton), BOMX-MC 1540

A09.05.035.003 JlamMoTpumKMHLI (namvkTan), BOMX-MC 1931

A09.05.036.008 OnpeaeneHwne ankorons B kpoew, MX 814
A09.05.039 Nakraraervaporenasa (IA0) 150

A09.05.039.001 Nakrataervaporenasa (NAN) 1, 2 dpakuun 172
A09.05.041 AcnapraramuHoTpaHctepasa (ACT) 200
AD9.05.042 AnaHuHamuHoTpaHcdepaaa (ANT) 200
A09.05.043 KpeaTtuHkuHasa (KOK) 170
A09.05.044 'amMa-rnyramunTparccepasa (MT) 230
ADS.05.045 Anctba-amunaaa 250
A09.05.046 LenouHas gocdarala 220
A09.05.047 AHTUTpOMBUH 11 330
A09.05.048 MnaamuHorex 739
A09.05.050 DubpuHoreH 240

A09.05.051.001 [-avmep 1200
A09.05.054 AHTWPETHKYNMHOBbIE aHTkTena IgA, IgG (APA) 544

A09.05.054.001 AHTWTENa K 48CMOCOMaM KOXK 1032

A09.05.054.002 AnTuTena k GasansHon memEpare koxu (AMB) 1021

AQ9.05.054.003 MmmyHornobynuH E (IgE) 420

A09.05.054.004 WmmyHornoBynuk A (IgA) 121

AD9.05.054.005 WmmyrornoBynus M (IgM) 121

A09.05.054.006 WmmyHornobynuH G (IgG) 121
A09.05.056 WHCynuH 600

A09.05.056.001 WHcynuH nocne Harpyakm (1 vac cnycTs) 600
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A09.05.057 lacTpuH 455
AD9.05.058 MapaTropMoH 630
A09.05.060 TpwitoaTvpornH obuywid (T3 obuywmin) 142
A0S.05.061 TpUAOATAPOHUH cBOGOAHLIA (T3 cBoboaHbIA) 420
ADS.05.063 TupokcuH ceobogrbiv (T4 ceoGoaHbin) 420
A09.05.065 TupeoTponHLI ropmon (TTI) 450
A09.05.067 AIlDEHOKOPTMKOTPONHBIA ropmoH (AKTI) 850
A09.05.074 LIMpKyNMPYHOLUAE MMMYHHbBIE KOMNNEKCh! 668

A0S.05.075.001 C3 KOMMOHEHT KOMMNNEMeHTa 155

A09.05.075.002 C4 KOMMNOHEHT KOMNeMeHTa 155
A09.05.077 LlepynonnasmuH 249
A09.05.078 TectoctepoH oSuwwi 8 kposr, BOMX-MC 1402
A09.05.079 anTornobuH 238
A09.05.080 BuramuH B9 (dponvesan kicnota) 700
A09.05.082 pUTPONOaTUH 365
A09.05.083 NUKWPOBaHHBIN reMornobux Alc 550
A09.05.090 Obuwwmn beta-Xr'Yy (avarHocTuka Gemmeﬂnocm, OHKOMEpKep) 420
A09.05.097 TWpoKe1H CaRabiBaroWan cNocoBHOCTb CbIBOPOTKA (T-uptake) 495
A09.05.102 DPYKTOIAMUH 203
A09.05.106 CKPWHWHI NapanpoTerHOB B CbIBOPOTKE (MMMyHOMUKCALWA) 1086

TwnupoeaHwe napanpoTerHa B ChIBOPOTKE KPOBM (C NOMOLLbLIO
A09.05.106.001 MMMYHODUKCaUMM C NaHensK aHTUcLiIBopoTok I9G, IgA, IgM, kappa. lambda 2295
CeobogHsie nerkve Lenu ummyHornoBynuHos kanna/nambaa B CoiBOpPOTKE

A09.05.106.003 KPOBW, C PACYETOM MHAEKCa 1649
A09.05.109 Kucneid anbga-1-rnvkonpotenH (opoaoMykona) 176
A09.05.117 Twpeornobynux 650
A09.05.121 PeruH 781
A09.05.122 AKTUBHOCTb @HTMOTEH3NH-Npespawawero depmexTa (ACE) 1313
A09.05.125 MNpoteu C 1140
A09.05.126 MpoTemnH S ceoboaHbin 1750
A09.05.127 MarHwia 250
A09.05.129 HenyHbie KMCnoTsl 354

A09.05.130.004 Mpocrarocneynduyeckun antured (MCA) obuymi 450
A09.05.131 JTioTenHuanpyowmi ropmos (NN 420
A09.05.132 DONAMKYNOCTUMYNUPYIOLLMIA TOPMOH (®CT) 420
A09.05.135 Kopruaon 420
A09.05.146 AHapOCTEHAMOH 208
A09.05.147 AHOpPOCTEHAWON rNIOKYPOHKA 641
A09.05.149 [ervapoanuanapocTepoH cynedar (A 3A-cynbdar) 450
A09.05.150 [uruapoTtecTocTepoH 605
A09.05.153 NporecTepoH 420

A09.05.154.001 BcTporeHbl B KPOBK (3CTPaaMon, acTpoH W acTpuon), BOXX-MC 1663
A09.05.157 3crpuon ceoboaHbIA 230
A09.05.173 Jvnasa 250
A09.05.174 XonuHacTepasa 101
A09.05.175 Kucnas docdaraza 147
A09.05.177 KpeaTuHkuHaza-MB 189
A09.05.180 AMWNasa naHkpeatuyeckas 210
A09.05.193 TponoHuH | ynbTpaqysCTBMTENbHBIN 784
A09.05.200 Anturen CA 72-4 428
A09.05.201 Axturen CA 15-9 550
ADD.05.202 ArTuren CA 125 450
A09.05.203 WHrubux B 995

A09.05.205.001 C-nenTtng 600
A09.05.206 Kanbuui MoOHW3UpoBaHHbIA 360
A09.05.207 MonouyHas kvcnoTa (nakrar) 237
A09.05.209 [MpoxkansUUTOHWUH 1175

MakponponakTuH (Bknl4aeT onpeaeneHe NPoNakTUHa i Gronornueckn
A09.05.210 aKTWBHOr0 NPONaKTMHa) 550
A0S.05.214 oMouMcTenH 1360
A09.05.219 benok S-100 1103
A09.05.220 AHturen daxtopa BunneBpaHaa 832
A0S.05.224 OcreokanbumH 468
A0S.05.225 AHTUMIONNEPOB ropmoH (AMIC, AMH, MiS) 1300
A09.05.227 XpomorpanuH A CgA 1518
A09.05.230 Lucratud C 327
AD9.05.231 AxTureH CA 15-3 550
AD9.05.232 AHTUreH CA 242 558
A09.05.234 303UHOPMNLHBIA KaTHOHHbIA Genok (ECP) 597
A09.05.241 Anbga-2-MakpornobynuH 176

KOMNNEKCHb I aHaNW3 KPOBK Ha HANW4Me TAXENbLIX METannos 1

MukposnemeHToB 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe,

A09.05.242.001 Co. Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg. Pb), cnekrpometpus 2147
A09.05.243 Tpunraza 2208
A09.05.246 HeWpoH-cneungryeckan eHonasa (NSE) 560
A09.05.247 DparmeHT uutokepatvHa 19 (Cyfra 21-1) 597
A09.05.249 MnaueHTapHbIA NakToreH 477
A09.05.250 AnonunonpoTerH A1 237
A09.05.251 AnonunonpoTtenH B 189

A09.05.265.001 Bop 8 kposu, cnekTpomMeTpua (B) 577

A09.05.266.001 AHIOMMHHIZ_BEEQBM, cnexTpomeTpus (Al) 563

AD9.05.267.001 KpeMHWA B kposw, cnekTpomeTpus (Si) 577

A09.05.268.001 TutaH 8 kposw, cnektpomeTpus (Ti) 563

A09.05.269.001 XpoM B KpoBK, CnekTpoMeTpia (Cr) 575

A09.05.270.001 MapraHey s kpoBu, cnekTpomeTpus (Mn) 577

A09.05.272.001 Hukene B kpoBu, cnektpometpus (Ni) 563
A09.05.273 Meas 420

AD09.05.273.001 Megab B kpoBu, cnektpomerpus (Cu) 577
A09.05.274 LinHk 384

A0S.05.274.001 LIuHKk B KPOBM, CNEKTPOMETPHA (Zn) 577

A09.05.275.001 MeIlLbRK B KDOBM, CNeKTPOMETPUS (AS) 577

AQ9.05.276.001 CeneH B kpoBW, CrieKTpoMeTpuA (Se) 577

A09.05.277.001 MonubaeH B kpoBu, cnekTpomerpus (Mo) 577

A09.05.278.00 Kaamui 8 kposw, cnextpomeTpus (Cd) 575

A09.05.279.00 CypbmMa B kpoBM, CnekTpomeTpus (Sb) 539

A09.05.280.00 PTyTb B kpoBM, CnekTpomeTpia (Hg) 577

A09.05.281.001 CeuHell B KpoBW, cnexkTpoMeTpus (Pb) 563
A09.05.297 C-KkoHueBble TenonenTuas! konnarexa | Tna (Beta-Cross laps) 308
A09.05.298 AHTUreH NNOCKOKNETONHOM kKapuuHombl (SCCA) 1285
A09.05.300 Onyxonessii4 mapkep HE 4 477

A09.19.001.001 Micenenosanne kana Ha Tpasceppun v remornabun 531
A09.19.010 MaHkpeaTv4eckan anacrasa 1 B kane 1554
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A09.19.012 Conepxanve yrnesonos B kane (B T.4. nakToaa) 138
A09.19.013 KansnpoTtekTuH (8 kane) 1116
A09.19.014 Onyxonesan nupysaTtkuHasa Tu M2 (e kane) 1574
TeHeTU4ECKWIA PUCK OCNOXHEHUI GEPEeMEHHOCTI U NaTononiM nnoga, 12
A09.20.004 rokasarensi 1742
A09.20.006 lereTuieckasn NPeAPACNONOKEHHOCTs K TMNEpTOoHWM, 9 nokasatenei 1669
A09.21.008 Broxumnuieckoe uccnenosarve ankynaTta (Liutpar, @pykroaa, LivHk) 922
AnbDyMWH-KPEaTMHMHOBOE COOTHOLLEHWE B PA30BOW NOPLIMKA MOYM
A09.28.003.001 (MukpoansGyMuHypusa) 350
A09.28,003,003 MukpoansbyMWH CYTOHHOR MOuM 2390
A09.28.006 KpeaTrHWH CyTOYHOR MONM 92
A09.28.009 MouyeBuHa CyTOYHOM MOYM 92
A09.28.010 Mouesan kvcnoTa CyTOYHOW MOYW 96
A0S.28.011.001 'Nioko3a CYTOYHOM MOYK 154
A09.28.012 Kanbyui 0BLHiA CYTONHON MOYM 161
A0S.28.014 Harpwi, kanuid, xnop cyTouHoR mouu (Na/K/Cl) 96
OnpeaeneHie XMMM4eckoro cocTasa Mo4eBoro KoHkpemerTa (MK-
A09.28.018 CNEeKTPOMETPUA) 1993
A09.28.026 DOCHOp HEOPraHUHECKUA CYTOYHOR MONK 154
A0S.28.027 Anbta-amvnasa (Anacrasa) 8 pazosBon NOPLUAM MOYW 128
A09.28.028 Crputunr Genka Berc-[koHCa 8 pasoBon NOPUMM MOYM (MMMYHODMKCALMS) 692
MmmyHodmkcayws Genka Berc-[KoHca C NaHenbio aHTUCLIBOPOTOK B
A09.28.030.001 Da30B0i NOPLMA MOYK 1723
A09.28.034.001 OGwwe meTaHedpuHbl U HOPMETEHEMPUHLI B CYTOMHOW Mode, BAXXX-MC 1793
CeoboaHble MeTaHedpUHLI M HOPMETaHEdMPWHBI B CYTOYHOW MOYe, BOXKX-
A09.28.034.002 MC 1715
KaTexonamutb! (aapeHanvH, HopaapeHaniH, nodamuH) 8 CYTOYHOWM MOue,
A09.28.034.003 BIMX-MC 1555
KatexonamuHel (agpeHanuH, HopaapeHanuH, AoamMnH) U X MeTabonuTs!
(BEHMNUNMUHAGNEHAS KUCNOTA, FOMOBAHWNMHOBAA KUCNOTa, 5-
A09.28.034.004 MAPOKCMMHAONYKCYCHAR KMCNOTa) B CyTOUHOA Move, MX/BIXX-MC 2991
A09.28.035 KopTr3on cyTo4HOW MoYmr 321
MerabonuTel kaTexonamuHoB (BaHUNIMNMWHAANEHAA KMCNOTa,
rOMOB2HUIMHOBAR KWCNOTA, 5-TMAPOKCHMHAONYKCYCHARA KUCNOTa) B CyTOMHOM
A09.28.040 moye, MX-MC 1555
Cneumndurqeckuii aHTuren paka Mo4eB0ro nyaeips (UBC) 8 pasosoi nopuvn
A09.28.054 MOYM 1359
CKpvHWHT B MOYe rpynn HapkoTuyeckux (kaHHabuowaos, kokawHa, MOMA
(akcTaau), MeTanoHa, MeTambeTaMMHOB, ONUATOB) U NCMXOAKTMBHBIX
BewjecTs (amperamuros, GapbuTypatos, GeHaoanasenvuHoB,
A09.28.055 TPUYMKNUYECKuX aHTUaeNpeccanTos), UXIA 1281
BbicokocneynduyHoe BeisBneHre 8 MoYe HapkoTHIeCKkux Bewects, MAB,
A09.28.055.001 HUKOTWHA, KOTUHUHE W anKOrons, C UX TONHOW uaeHTudmMkaumeit, MX-MC 2239
A09.28.059.004 Anxorons B moue, MX-NKUA 854
KOMMNNexcHLIA aHan1a Ha Hanuyne TRKENLIX METANNOB U MUKDOSNEMEHTOB
23 nokasarens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn,
A09.28.060.001 As, Se, Mo, Cd, Sb, Hg, Pb) 8 pa3osoit NopLiM Mo4M, CNeKTpOMeTpus 2128
A0S.28.060.007 Xene3o B pazosov NOPUNM MOYM, CNEKTPOMETPHS (Fe) 542
Manxens annepreros msico IgE ImmunoCAP, fx73 (ceuHnnHa 126, roeaguHa
B03.002.004.101 27, kypsTuHa 183 - cymmapho) 670
B03.002.004.117 FOX (Food Xplorer) IgG, 287 aHTureHos (nvwesan HENepeHOCUMOCTb) 20647
A26.06.088.001 AHTUTENA K BUPYCy KNewesoro aHuedanura, IgM 338
A26.06.084.002 AHTWTeNa k BUpycy Bapuuenna-3ocrep (Varicella-Zoster), IgM 355
A26.06.084.001 AntuTena k upycy Bapuuenna-3ocrep (Varicella-Zoster), IgG 304
A26.06.084 AHTWTENa K BYpyCY Bapuuenna-3octep (Varicella-Zoster), IgA 543
A26.06.045.002 AHTWTENa K BUPYCy npocToro repneca Il Tuna (Herpes simplex virus 1), 1IgG 377
A26.06.045.001 AHTWTENa K BUPYCY NPOcTOro repneca | Tuna (Herpes simplex virus 1), IgG 394
A26.06.044.002 AnTUTena K upycy renatura E, IgG (Anti-HEV IgG) 285
A26.06.044.001 AnTUTENa K Bupycy renatuTa E (Anti-HEV), IgM 228
A26.06.043.002 AHTUTENa K BUPYCY renatuTa D, cymmapHbie (Anti-HDV) 228
A26.06.043.001 AHTWTENA K BUpYyCy renatuta D, IgM (Anti-HDV IgM) 228
A26.06.042 AHTUTena k Bupycy renatuta C, IgM (Anti-HCV IgM) 197
A26.06.041 AHThTena k Bupycy renatuta C, cym. (Anti-HCV) 460
A26.06.040.002 AHTUTENa K NOBEPXHOCTHOMY aHTUreHy BUpyca renaTtita B (Anti-HBs) 157
AHTATENA K RAEPHOMY (COT) aHTUreHy Bupyca renatuta B, IgM (Anti-HBcor
A26.06.039.001 IgM) 271
A26.06.038 AnTuTena Kk HBe-aHTureHy Bupyca renatuta B, CyMMapHbie (Anti-HBe) 249
MoBepXHOCTHLIA aHTureH BUpyca renartura B (aBCTPaNMIACKMIA BHTUrEH,
A26.06.036.002 HbsAg), konuyecTseHHo 478
MoBEPXHOCTHBIA aHTUreH BUpyca renatuta B (ascTpanuickniA aHTureH,
A26.06.036.001 HbsAg) 460
A26.06.035 AHTHreH HBe evpyca renatiita B (HbeAg) 311
A26.06.034.002 AHTWTENA K BUPYCY renatuTa A, IgG (Anti-HAV IgG) 285
A26.06.034.001 AHTWTENA K BUPYCY renatuTa A, IgM (Anti-HAV IgM) 285
A26.06.032.001 AxTuTena k neMBnusm (Lamblia intestinalis), IgM 460
A26.06.032 AnTyTena k nambnusm (Lamblia intestinalis), cymmaprbie 460
AHTUTENA K AREPHOMY aHTUreHy Bupyca 3nwreiHa-bapp (Epstein-Barr virus
A26.06.031 EBNA), IgG 337
AHTUTENA K PaHHEMY aHTUreHy BIDYCa JniuTenHa-bapp (Epstein-Barr virus
A26.06.030 EA), 1gG 353
AHTUTENA K KanCUAHOMY aHTUreHy Bupyca Snwrenna-bapp (Epstein-Barr
A26.06.029.002 virus VCA), 19G 316
AHTWTENA K KANCUAHOMY aHTUIeHy BUpyCa JniuTenna-bapp (Epstein-Barr
A26.06.029.001 virus VCA), IgM 322
A26.06.028.001 AHTUTEna K Bupycy dnwreira-Bapp (Epstein-Barr virus), IgG (ummyHoGnoT) 1975
A26.06.026 AHTuTena k amebe avaeHTepuiron (Entamoeba histolytica), IgG 488
A26.06.024 AHTUTENA K 3XMHOKOKKam (Echinococcus. granulosus), IgG 324
AsuaHocTb IgG K LuToMeranoempycy (Cytomegalovirus) (skniouaer
A26.06.022.003 onpeaenexue aHTuTen k uMtoMmeranosupycy, IgG) 446
A26.06.019 AHTWTENa K BUpyCy Kokcaku (Coxsackievirus), IgM, kau. 1955
A26.06.018.003 AnTuTena k xnamuanu (Chlamydia trachomatis), IgG 400
A26.06.018.001 AxTWTeNa K xnamwauu (Chlamydia frachomatis), IgA 400
A12.05.001 CO3 (eeHo3Hasn kposb) 104
A12.05.005 pynna kposu + Peayc-thakTop 500
A12.05.007.004 Onpenenetive Kell aHTurena (K) 329
A12.05.011 JlaTeHTHas %enesocaRILIBaIOWAR CNIOCOBHOCTL CaIBOPOTKA (JDKCC) 95
KoadduumenT HaceieHis TpaHceppuHa XeneaoM (aknioyaet
A12.05.019 onpegeneHue xenesa u MKCC) 304
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A12.05.024 KpvornoBynuHb! 810
A12.05.038 AYTB 220
A12.05.043 BONYaHOYHbIA 8HTUKOArynaHT 339
A12.05.098 eH peyenTopa sutamuHa D, nonumopdmam 283 A>G (Bsml) 389
A12.05.108 WHTepnenkH-8 1150
A12.05.109 WHTepnekuH-10 1150
A12.05.110 Tpogobnactudeckui Geta-1-rnukonpotenH (TBMN) 251
A12.05123 PeTuKynouvTh! (BeHO3Has KpoBb) 115
WmmyHorpamma ckphunr (CD3, CD19, CD16/56. BrnrouaeT aHanva kpoeu ©
A12.06.001.001 neixounTapHon opmynoi) 1294
CokpawieHHas navens CD4/CD8 (BKNHOYEET KNWHUHECKMIA aHania kposu ¢
A12.06.001.003 neAkoumMTapHon dopmynoi (SDIFF)) 1009
KneTku namsTi 1 HaneHble CD4 nuMoumnTl M MX COOTHOLLEHWe
(CD3/CD4/45R0+, CD3/CD4/45RA+, nHpaekc 45RO+/45RA+. Brnouaer

A12 06.001.008 aHanW3 KposM C NernkouMTapHon dopmynon) 2751
A12.06.009 AxTtuTena k bazancHon MemBpane knyGouka (BMK) 712
A12.06.010 AHTWHYKNeapHbIA hakTop Ha KneTosHon nuHne HEp-2 (AH®) 850

A12.06.010.001 AHTWTENA K AAepHbIM aHTvreHam (ANA) 475

AHTUTENa NpW NonuMmuoauTe, ummyHobnot (Mi-2, Ku, Pm-Scl100, Pm-Sci75,

A12.06.010.002 SPR, Ro-52, Jo-1, PL-7, PL-12, EJ, OJ) 2062
A12.06.013 AHTUTENa K TpombBouuTam, knacca IgG 1068
A12.06.014 AHTUTENA K NPOTPOMBMHY, CyMMapHbie 685
A12.06.015 AxTHcTpenTonuand-0 (ACNO) 440
A12.06.016 AHTWTENA K MUKONnasme (Mycoplasma hominis), IgA 400

A12.06.016.001 AnTUTENna k Mukonnaame (Mycoplasma hominis), 1IgG 400

A12.06.016.002 AHTUTENa K MuKonnasme (Mycoplasma pneumoniae), IgA 400

A12.06.016.003 AHTUTEnNa k ypeannasame (Ureaplasma urealyticum), IgA 224

A12.06.016.004 AnTWTena K ypeannaame (Ureaplasma urealyticum), 196 224

A12.06.016.005 AnTuTena k Tpuxomonane (Trichomonas vaginalis), 19G_ 224

AxTuTENna Kk mukobakTepusm Tybepkyneaa (Mycobacterium tuberculosis),

A12.06.016.006 CyMMapHbie 400
A12.06.017 AHTWMTENE K TupeornoBynuHy (AHTH-TI) 445
A12.06.019 PeamarounaHbiv dakrop (PP) 320
A12.06.020 AHTWTENE K OCTPOBKOBbIM KneTkam (ICA) 1021
A12.06.021 AHTUTENA K MUENWHY 941
A12.06.023 AHTuTENa K MrOkapay (Mio) 879
A12.06.025 AHTWTENE K CKEeNeTHbIM Mbilwuam (ACM) 957
A12.06.026 AHTUTENa K NapueTanbHbIM KneTkam xenyaka (AMKK) 725

AHTWTENE K aHTUreHaM 3pUTPOLMTOB, CyMMapHeie (B T.4. k Rh-tbaxTopy),
A12.06.027 TUTp (Henpamas npoba Kymbea) 238
A12.06.028 AHTUCNEpManbHbIE aHTUTena 672
A12.06.029 AHTUTENa K_KapAWMOnunuHy (CyMmapHsie) 534

A12.06.029.001 AHTUTENa K KapAvonunuKy, IgA 1458

A12.06.029.002 AHTUTENa K KapavonunuHy, igM 500

A12.06.029.003 AHTWTENa K Kaparonunuky, IgG 500
A12.06.035 AHTWTENE K MUTOXOHAPKAM (AMA-M2), IgG 773
A12.06.036 AHTWTENA K MWKPOCOMaNLHOWM pakLmMi neueHy u nodek (anti-LKM) 641

AHTUHERTPOMDWNLHBIE LMTONNa3maTdeckue aHturena, IgG (ANCA), Combi
6 (k npoTenHase 3, nakToeppuHy, MMENoNepoKcuaaae, anacrase,
karencuHy G, BakrepuumaHomy Genky, noBbILLAIOWEMY NPAHWLEEMOCTE
A12.06.037 (BPI)) 800
AHTATENa K UATONNa3Me HEUTPOMKIOE (C yKa3aHWeM TWna CBEYEHWRA -

A12.06.037.001 LMTONNaaMaTUYeCKUi i nepuHykneapHeid, LAHLIA, nAHUA), 1IgG 980
A12.06.039 AHTUTENA K MHCYNWUHY (IAA) 650
A12.06.043 AxTuTEna ne cucteme ABO 710
A12.06.045 AHTMTENa K MMKpOCOManbHOW Tpeonepokcuaase (AHTU-TINO) 520
A12.06.046 AHTUTENA K peuenTopam TupeoTponHoro ropmona (AT pTTl) 1600
A12.06.051 AHTHUTEna Kk 6eTa-2-rNMKoNpoTenHy 570
A12.06.052 AHTUTENA K UMKNHHECKOMY UMTPYnnuHosomy nentugy (ACCP, anti-CCP) 539
A12.06.055 AHTUTENa K rinaguHy, IgA 450
A12.06.056 AHTUTENa K TKaHeBOW TpaHcrnyTamuHaze, IgA 507
A12.06.060 ButamuH B12 (umaHokoGanammH) 650
A12.06.062 AHTUTENA K UWTPYNNMHAPOBAHHOMY BUMEHTMHY (aHTH-MCV) 850
A12.06.063 AHTUKepaTWHOBbIe aHTuTena (AKA) 1200
A12.06.064 AHTATENa K rnytamartHoMy peuentopy NMDA-Tuna 1587
A12.06.065 AHTUTENa K aHHeKcuHy V knacca IgM 748
A12.06.066 AHTUTENa K 3HAOMM3NIO, IgA (ADA) 957
A12.06.071 AHTHOBapuanbHbie aHtutena (AOA) 513
A12.06.073 PakTop Hekpo3a onyxony (PHO-ansda) 570
A12.06.074 AHTUTENa K aUeTUNXONWHOBLIM peyenTopam (AXP) 2141
A12.09.010 OB6LWKi aHanKUa MOKpPOTL! 115
A12.19.006 MUKPOCKONMYECKOE WCCNeq0BaHWe OTAENAeMOro NPSMOA KWLLKKA 109
A12.20.001 MuKpoCcKONUYECKOe UCCNeA0BaHWE OTAENASMOrO Bnaranmiya 109
A12.21.003 MMWKDOCKONMYECKOE UCCNeA0BaHWE CeKpeTa NPeACTATENsHON Xeneas! 114

MMKDUCKOHVIHBGKDQ wccnenoBaHWe Ma3ka-oTnedaTka ronoBkM Nonoeoro
A12.21.004 uneHa 109
Mukpockonuyeckoe MCCNeA0BaHKe CeKpeTa NPeACTaTEeNsHOW XeNnessl B
A12.21.005 MoYe 114
A12.28.015 MUKDOCKONM4ECKOe MCCNef0BaHNe OTAENAEMOrO YpETPbI 109
WmmyHorpamma pacwupennan (CD3, CD3/4, CD3/8, CD19, CD16/56,
CD3/16/56, CD3/HLA-DR, CD3/25, CD3/95, CD3/4/95, CD3/8/95, CD3/8/38,
NeAKoLyUTapHO-T-NI® MHABKS, UMMYHOPEryNATOPHBIM HAEKS. BrnouaeT OAK

A12.30.012.005 C NekoyvuTapHon hopMynoi) 2735

A12.30.012.007 QaroTect 1405
A12.30.014 MNpoTpombuH (Bpems, no Kewky, MHO) 240

A26.01.006.001 [HK supyca Bapuuenna-3ocrep (Varicella-Zoster virus) 290

Mukpockonuyeckoe uccneaosaHe BONOC Ha HANWMYWE NaToreHHsIx rpuGoe,
A26.01.011 CKPUHWHT 115
Mukpockonudeckoe uccneposaHme cockoBOB KOXW Ha HanuYMe NaToreHHbIX
A26.01.015 rpnboB, CKPUHWHT 115
A26.01.017 Wccnenosarmne cockoba Ha 3HTepoburoa 92
A26.01.018 Mukpockonuyeckoe uccnenosaHme Ha lemoaekc (Demodex) 115
MNoces Ha rpubel (BoabyauTenn Mukoaos) (63 onpeaeneHns
A26.01.023 YYBCTBUTENbHOCTH K aHTUMMKOTUKAM) 473
A26.01.024 OHK evpyca npocroro repneca | Tuna (Herpes simplex virus ) 290
A26.01.024.001 OHK evpyca npocrere repneca |l Tvna (Herpes simplex virus I1) 270
AOHK evpyca npocroro repneca Il Tuna (Herpes simplex virus |1},

A26.01.025 KONWYECTBEHHO 360
A26.01.026.001 OHK crpenTokokkos (Streptococcus species) 590
MUKPOCKOMNW4ECKoe MCCNenoBaHWe HOTTEBbIX NNAaCcTUHOK Ha Hanuyue
A26.01.033 NaroreHHbIX rpUG0B, CKPUHWHE 115
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Moces Ha MUKPOGNOPY OTAENAEMOro APYrMX OPraHoB U TKaHen ¢
onpeaeneHuem YyBCTBATENBHOCTH K OCHOBHOMY CNEKTPY aHTMBMOTWKOB, B

A26.02.001.001 T.4. KaHauga _ 1250
MNoces Ha MMKPOGNOPY OTASNREMOr0 APYrUX OPraHoBs W TKAHEW C
onpefeneHWem UyBCTEBUTENBHOCTH K PACLLIMPEHHOMY CNeKTpY aHTMBMOTUKOB,
A26.02.001.002 B T.4. KaKguaa _ 1450
Moces Ha MUKPOMNOPY OTAENREMOr0 APYTvX OPraHoB W TKaHeW C
onpeaeneHuem YyBCTBUTENbHOCTA K OCHOBHOMY CnexkTpy aHTWBuoTUKOB K
A26 02.001.003 Gaxrepwodbaram, B T.4. KaHaaa 1650
Moces Ha MMKPOMNOPY OTASNREMOr0 APYrMX OPraHoB i TKaHeN C
onpefeneHvem YyBCTBUTENBHOCTHA K PaCLUMPeHHOMY CneKkTpy aHTuBroTurkos
A26.02.001.004 W GakTepvodaram, B T.4. KaHauaa 1650
MNoces KPOBU Ha CTEPUNEHOCTL € ONPEASNEHUeM YyBCTBUTENEHOCTH K
A26.05.001 AHTMGMOTHUKAM (K24ECTBEHHOE OnpeaeneHne HanuuMA MUKPOOPraH1MamoB) 2260
A26.05.011.001 [HK supyca 3nwrenna-bapp (Epstein-Barr virus), kposb, kau. 320
A26.05.013.001 OHK Tokconnaamel (Toxoplasma gondii), kposb, kay. 329
A26.05.017.001 AHK uvromeranosmpyca (Cytomegalovirus), KpoBb, Kau. 290
A26.05.017.002 [HK uuromeranoeupyca (Cytomegalovirus), KpoBb, KONUY. 350
A26.05.019.001 PHK eupyca renatura C, kpoBb, kau. 488
A26.05.019.002 PHK Bupyca renatura C, KpOBb, KOMWY. 1622
A26.05.020.001 [HK Bupyca renatuta B, kpoBb, Kau. 530
A26.05.020.002 [HK Bupyca renatuta B, KpoBb, KONKY. 1500
A26.05.020.003 OHK BI'B, reHotun (A,B,C.D) kposb, kau. 1400
A26.05.021.001 PHK BMY | Tvna, kposb, KONWu. 2477
A26.05.021.002 PHK BMY | Tuna, kpossb, kau. 835
A26.05.023.001 PHK Bupyca renatuta D, kpoBb, xonuu 633
A26.05.024 AOHK eupyca repneca Vil Twna (Human Herpes virus Vi) 420
A26.05.024.001 HK supyca repneca VIl Tuna (Human Herpes virus VII), Kposb, kau. 429
A26.05.026.001 PHK Brpyca renatuta G, kposb, kau. 478
A26.05.030.001 PHK Bupyca renatuta A, KpoBb, kau. 552
A26.05.032.002 HK napsosupyca B19 (Parvovirus B19), kpoBb, konuy. 450
A26.05.033.001 AHK supyca repneca VI Tuna (Human Herpes virus VI), kposb, kay. 250
A26.05.033.002 [HK supyca repneca VI Tuna (Human Herpes virus VI), kpoBs, Konu. 390
[HK eupyca npocroro repnieca |, |l Tuna (Herpes simplex virus |, Il), kpoBb,
A26.05.035.001 Kau. 290
A26.05.039.001 PHK Brpyca kpacHyxu (Rubella virus), kpoes, kas. 422
A26.05.042.001 OHK supyca Bapvuenna-3octep (Varicella-Zoster virus), kposb, kau. 360
A26.05.047.001 OHK mukobakTepun TyGepkyneaa (Mycobacterium tuberculosis), kpoBb, Kad. 320
MUP-grarHocTvka Knewesbix vHdekumn soabyaurenen Goppenvoaa
(Borrelia burgdorferi), moHoymTapHore apnuxwuoasa (Ehrlichia chaffeensis) n
A26.05.053 aHannaamosa (Anaplasma phagocytophilum), kposs, ka4 1240
A26.06.005 ArTutena k AneHosupycy (Adenoviridae), IgM 431
A26.06.011.001 AnTuTena k Soppenwsm (Borrelia burgdorferi), IgM 249
A26.06.011.002 AxTuTena k Goppenwsm (Borrelia burgdorferi), IgG 249
A26.06.011.003 AnxTuTena k Goppenuam (Borrelia), IgM (mmyHofnoT) 2138
A26.06.012 AHTuTena k Bpyuenne (Brucella), IgA 256
A26.06.012.001 Awntutena k Bpyuenne (Brucella ), IgG 230
A26.06.014 AntuTena k kanavae (Candida albicans), IgM 271
A26.06.014.001 AnTuTena K kaHauae (Candida albicans), IgA 216
A09.05.195 Pakoso-amBpuoransHbii aHTureH (PA) 450
A0S.28.011 noxo3a B pa3oBon NOPLMM MONK 83
A12.06.061 AHTWTENA K 3KCTParvpyemMaMy SAepHOMY aHTUreHy, Kau. 760
AHTUTENa K ANepHOMY (Cor) aHTureHy Bupyca renartura B, cymmapHsie (Anti-
A26.06.039 HBcor) 301
Moces Ha Mukpoginopy oTaensemoro IOP-opraHoe ¢ onpegeneqnem
A26.08.005 4YBCTBMTENbHOCTU K OCHOBHOMY CNexkTpy aHTUOMOTMKDB, B T.4. KaHauaa 1250
B03.016.018.001 Opranuvyeckuie kucnoTe! (60 nokasatenei) B pa3osoi nopumn mauu, MX-MC 7184
Anneprokomnnexc «[porHoa achdexTeHocTi ACUT BykouseTHbie aepeBsan»
IgE (ImmunoCAP) (Bepesa anneprokomnoxeHT, t215 rBet vi PR-10, Bepesa
B03.002.004.21 anneprokomnoHeHT, 1221 rBet v2, rBet vd4) 3242
A08.30.013.1 MmmMyHorcToxMmuyeckoe nccnegosanve, HER2 neu, LDG 4397
Moces KpoBwW Ha CTEPMNLHOCTL C ABTOMATUHECKOA GHTHOMOTUKOrPaMMON Ha
A26.05.002 VITEK2 2718
KomnoHeHTHas AnarHocTvka annepriv Ha monoko IgE (ImmunoCap)
B03.002.004.13 (monoko f2, ka3ewnH - anneprokoMnoxeHT f78) 2276
I'neTonormyeckoe uccnepoeanie BuoncuirHoro matepuana
(3HAOCKONM4ECKOro Matepuana, CockoB0oB XEeHCKOR NONOBON CUCTEMBI, KOXH,
A08.30.046.011 MATKUX TKaHEN, NMMOMAHOMA TKaHU, KOCTHO-XPALLEBOW TkaHu), LDG 1387
lopMoHbI B cnroHe, 14 nokasatenei (TectocTepoH, A 9A, AHAPOCTEHAMOH,
Koptuaon, KoptuaoH, 11-ae3okcikopTiaon, KopTvKoCTEpOH, AnbaOCTEpOH,
Ocrpaavon, 3cTpoH, ScTpuon, Mporecrepon, 17-OH-nporecTepoH,
AD9.07.005.100 MNperseHonoH) BSXX-MC 7721
A09.07.007 KopTtuaon ceobogHbiv B cnioHe, BXX-MC 664
NuarHocTvka cTpecca (cooTHoweHue IF3A 1 kopTusona), cnroHa (4
A09.07.005.003 nopymu), BIXX-MC 4594

A09.05.149.01 Lervapoannanapoctepor (AF3A) ceoboaHbii B croHe, BIXX-MC 1180

A09.07.009.1 TectocTepoH csob0HbIA B cnoHe, BIXX-MC 997

A09.07.009.2 MperHeHonoH cecbogHsin B crioHe, BIXX-MC 4767

A09.07.009.3 MenartonuH ceoBoaHbIA B crtoHe, BAMX-MC 2667

A09.07.009.4 MporectepoH cBo604HbIM 8 cnroHe, BOXX-MC 1255

A09.07.009.5 AHApOCTEHAWOH cBoBoaHbIN B cnkoHe, BMX-MC 1255

A09.07.009.6 3ctpaguvon ceoboHbin 8 cnroHe, BAXX-MC 1255

CTepouaHbii npoduns (8 nokasatenei) B crioHe (TecTocTepoH,
[lernapoannanapocTepoH, AHAPocTeHAMOH, Koptuaon, KopTuaoH,

A09.07.009.7 Scrpaavon, MporectepoH, 17-0H-nporectepox), BAXX-MC 6141
A09.28.034.006 CeobopHbIe MeTaHedp1HbI M HOpMeTaHedpHHb! B Kpoer, BAXX-MC 2219
A09.07.149.01 3NMaHApOCTEpOH 8 cyTouHOM Move, MX-MC 1252

FacTpoMaHens co ctumynaumen (MacTpuH-17 6a30Bbid, TacTpyH-17
CTUMYNUPOBaHHLIM, MencuHoreH |, MencuHoreH I, AHTvTena k
B03.016.025.004 xenukoBaxkTepy, 19G) 6588
A09.28.003.002 OB6uyviA GeNoK CYTOYHOM MOYM 250
NuToreHHbie cyBCeTaHumMn MOYM, 8 aHANWTOB - OLEHKa prcka
B03.053.001.003 kamHeobpa3onaHmA (CyTOYHAR Mo4a) 3000
WHaexc ancnunnaemun AnoB/AncA1 (skniovaeT onpepeneHue
A09.05.251.011 AnonunonpoTtenHa B u Anonunonpotenta A1) 1250
A09.05.012.003 AnekTpodopes reMornobuHa ANA AMarHOCTWKA remornoGruHoNaTA 2200
B03.025.001.011 bera-2-mukpornobynuH 433
Mapkepsbl pucka npeaknamnciv: sFit-1, PIGF, cootHowenve sFIt-1/PIGF
B03.001.003 (oaHonnoaHan GepemeHHoCTs) 3680
B03.001.002 MNnayeHTapHbin dakTop pocTta (PLGF) 1965

Mpaic AMC 2026




22

CTeponaHbii Npodvne kposw (17-ONMM, 21-ge3okcrkopTraon,
anppocTeHaunoH, [IF3A, Ae30KCHKOPTUKOCTEPOH, KOPTU30N, KOPTH3OH,
KOPTWUKOCTEPOH, NPOrecTepoH, TECTOCTepoH, 11-ae3okcukoptuaon, 17-0OH-

A0S.05.028.004 nperseHonoH), BXKX-MC 3828
A09.19.013.1 KanenpotektuH (S100 AB/AS) B kposu 3435
A09.19.013.2 Anba-1-aHTUTPMNCKH B KPOBK 356
A09.05.256.1 OnpepeneHuve XpALLeBoro onuromepHoro Benka (COMP) 3019
A09.05.206.1 Kanbuui, CkoppexTMpOBaHHbIN NO anbBbyMiHy 173
AD0S.05.024.011 JHK eupyca repneca 8 Tuna (Human Herpes virus VIil) kposs 350
FenbMoCkpuH (BbiseneHue JHK renemuHToB B kKane metogom MLP: Ascaris
lumbricoides, Enterobius vermicularis, Opisthorchis felineus, Taenia solium,

B03.016.025.005 Diphyllobothrium latum) 1855

A26.20.009.601 JHK nanwnnomasvpycos (BMY) 16/18 Tunos, TMNUpoBaH1e 450
[HK nanunnomasupycos (BIMY) Beicokoro kaHLeporeHHoro pucka 14 Tnos
(KBM, tvne! 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68),

A26.20.009.602 TUNMPOBaHWe, Kon. 1600
AHK nanunnomasvpycos (BMY) eeicokoro kaHueporeHHoro pucka (16-68

A26.20.009.608 Thnos: 16,18,31,33,35,39,45,51,52,56,58,59,66 68) cymmapHo B850
AHK nanunnomasupycos (BMY) seicokoro kaHUeporeHHoro pucka 12 Twnos

A26.20.009.603 (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 TMNOB), TMNMpPOBaHWe 780
[AHK nanunnomaerpycos (BMY) 21 tun (KBM, Tunel 6, 11, 16, 18, 26, 31, 33,

A26.20.009.604 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82), TMNMpOBaHKeE, Kon. 1450
AHK nanunnomaenpycos (BMY) 4 Tuna (KBM, Tunel 6, 11, 18, 18),

A26.20.009.605 TUNWUPOBAaHWE, KOI. 350
NHK nanunnomasvpycos (BMNY) 14 tunos (KBM, Twnel 6, 11, 16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59), TANMPOBAHUE, KONM., C NEPECHETOM HA y.&.

A26.20.009.606 Hybrid Capture 830
AHK nannnnomasupycos (BMY) 21 tun (KBM, Twne 6, 11, 16, 18, 26, 31, 33,
35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82), TNMpoBaHue, KON, ¢

A26.20.009.607 nepec4eTom Ha y.e. Hybrid Capture 1450

A26.06.028 AnTuTEeNa K Bupycy dnwredHa-bapp (Epstein-Barr virus), IgM (ummyroBnor) 2000
A26.05.021.100 OnpeaeneHune aHTUTEN U aHTWreHos k BUY 900
A26.06.122 AHTUTENA K UMCTHLEPKaM CBUHOMO LenHA (Taenia solium), IgG 350

AHTUTENa K TpemMaTtoaam (nedeHouHsIM cocanswuk Fasciola hepatica,

A26.06.122.1 Kowaubn aAsyyctka Opisthorchis felineus), IgG, cymmapho 400
A26.06.014.002 Antutena k kaHguae (Candida albicans), 1gG 270
A26.06.082.101 Mukpopeakumsa Ha cudunune, nonykonuyectaerHo (RPR) 300
A26.06.082.103 AHTuTena Kk xenukobakTepy (Helicobacter pylori), ummyHobnot, IgG 2811
A26.06.082.104 AHTWTena k npeapaqHemy Genky Liutomeranosnpyca (CMV IEA) igW/IgG 953

McTonorMyeckoe uccnenoBaHne NyHKUMOHHOMO Matepiuana MonNoYHoN
A08.12.004.50 wenesbl (1 koHTenHep, 1 nokyc), LDG 3770
AD8.12.004.51 OnpeaeneHWe HankuMA amMWnonaa B rucTonorMyeckom npenapate, LDG 3134
I'lepeaanuaxa Bnoka ¢ u3roTosneHuem OAQHOro NMCTONOrMYeCcKoro crekna
A08.12.004.1 (Unim) 1412
lucTonoruyeckoe MccnefoBaHne GUONCMIHOrO (1 thparMenT) u
NYHKUWMOHHOrO (80 2 cronBukos 8 1 koHTeHepe) MaTepwana, cockobos (1
AD8.12.004.2 koHTerHep) (Unim) 3100
McTonoryeckoe MCcneAoBaHNe SHAOCKONMYECKOra MaTepuana CnoxHoe
(Bonee 3 kycoukoB) NWLLEBOAA, XenyAka, KiiLkv, BpoHxa, ropTanu, Tpaxew

A08.12.004.3 (Unim) 4000

A08.12.004.4 Second Opinion - KOHCYNbTaLws roToBOro cny4as (4o 12 crékon, Unim) 10000

lcTonorryeckoe uccnegoBaHve oNepauUmMoHHOro mMatepvana knacca UN-2

A08.12.004.6 (Unim) 6600

lacTonorvyeckoe ccneioBaHMe ONEPaLMOHHOro Matepuwana knacca UN-3
A08.12.004.7 (Unim) 12173
MicTonorMyeckoe UCCNef0BaHWe ONepauMoHHOro MaTeprana knacca UN-4

A0B.12.004.8 (Unim) 21324
Buoncvs npeacTaTtensHOM xeneas MynsTUGOKANsHan (TMCTONOrMHeckoe

A08.12.004.9 uccneaosaHWe Marepuana), Hadassah 11893
rMcTonorvyeckoe ccnegosaqe GroNCUIAHOro MaTepuana

A08.12.004.10 3HAOCKONWYECKUHA MW NYHKLIMOHHBIA MaTepuan, 1 koxTeiHep), Hadassah 3073

A08.12.004.11 KoHcynbTauwms rotossix npenapatos (1 nokyc, ac 10 crexon), Hadassah 5137

AD8.12.004.12 A3sroToeneHue 1 mukponpenapara, Hadassah 1429
McTonormyeckoe MccnenoBaHne NYHKUMOHHOMO MaTeprana MONOYHOM

A08.12.004.13 xenesbl, Hadassah 4157
A08.12.004.5 KoHcynbTauwa rotoseix npenaparos (1 nokyc, no 5 crexon), LDG 5874
A08.12.004.14 KoHcynbTayws rotossix npenaparos (6-10 crekon), LDG 13057
AQ08.12.004.15 KoncynsTauwms rotoseix npenaparos (6onee 11 ctekon), LDG 20610

KomnnekcHoe rictonormuyeckoe uccneaoBaque cockoba LepeukansHoro
A08.12.004.16 Kaxana u Broncum weiiku MaTku (2 koHTenHepa), LDG 3326
MicTonornyeckoe MCCNeAoBaHWe KOXW 1 NOAKOXHLIX 06pa3oBaHUi CNoxHoe

A08.12.004.17 (menaroma, 6asanvoma, nonocapeHne Ha 3HO komu, nepmarosel), LDG 3267

licTonorvyeckoe uccnenoeaHne GUONCMAHOrO MaTepvana 4 KaT.CNOXHOCTH.

A08.12.004.18 3Hpockonuyeckne Buoncmu, 1 nok., 1 kontenHep, LDG 1725

FucTonornyeckoe uccneaosaque BUONCHIAHOMO (onepaymoHHoro) matepvana
1 KaT. CNOXHOCTH (HEOCNOXHEHHBIE (hOPMbI HECNELIMGMUECKOrO OCTPOrO MNK
XPOHMY. BOCNANEeHWR, AMCTPOdMYECKME npouecchl) 1 oK., 1 KoHTeRHep,
A08.12.004.19 LDG 1668
rucTonoruyeckoe uccnesosamHne BONCHIMHOTO (ONepaLMoRHOro) Matepuana
2 KaT. CNOXHOCTU (OCNOXHEHHbIE (DOPMbI HECNBLMMDUIECKOro OCTpOro unu
XPOHWY. BOCNaneHWs, AMCTPOHECKWe NPOLECCH], NOPOKM Pa3BUTUA) 1 NOK.,
A08.12.004.20 1 koHTenHep, LDG 1645
TucTonorvyeckoe uccnesosaHine GHONCMIAHOMO (ONEepPauMOHHOro) MaTtepuana
3 KaT. cNOXHOCTU (MHpekL, 3abonesaHus, rpaHynemaTosHoe Bocn., 5oneaHn
obmeHa sewlecTs, no6pokayecTeeHHbIe HosooGpa3sosaHua) 1 nok., 1
A08.12.004.21 KoHTenHep, LDG 1800
ucTonoryeckoe uccneacsanie GUONCUIAHOO (ONepaLMoHHOre) Mateprana
4 KaT. CNOXHOCTH (AWCNNACTUHECKAS (HEONNACTMYECKME) NPOLECCI,
norpaHtHbIe U 3/10Ka4. ONYXOnM ¢ rucT. Bepudnkaumeir) 1 nok., 1
A0B.12.004.22 KoHTe#Hep, LDG 2128
FueTonorvyeckoe uccneaosaqne GuoncuidHoro (onepaunoHHoro) matepuana
5 KaT. CNOXHOCTM (WMMYHONATONOMMS, KPOBETBOPEHWE, HOBOOBPa3CBaHMA
NPU OTCYTCTBIM MCT. BEPUMUKALIMK, NYHKLMOHHBIE BronTaTsl), 1 nok., 1
AD8.12.004.23 KOHTeWHep, LDG 2804
ADB.12.004.24 KoHcynbTauus nepeg UMX, LDG 1610
FvcTonormyeckoe vccneaosanie GUONCUIAHOTD, MYHKUMOHHOMO MaTepuana u
cockobo8 + [IarHocTika METOAOM MMMYHOrMCTOXMMIM (MITX) npu pake
A08.12.004.25 MONOYHOM xeneass! - 4 peakywu (ER, PR, Ki-67, HER2), Unim 20874
A08.12.004.26 WX onyxonu Mono4Hown xeneasi (PR/IER/KiB7/Her2 neu), LDG 13340
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A08.12.004.27 WX vccnenosatue (2 aHturena) LDG 6526
A08.12.004.28 WX nccnegoeanue (4 aHturena), LDG 13610
AD8.12.004.29 WX nccnenosanme (5 aHTvten). LDG 17011
A08.12.004.30 WX uccnenosanue (6 avtuten), LDG 20398
A08.12.004.31 WX nccnenosanue (7 aHtuten). LDG 23798
A08.12.004.32 WIrX uccnegosanue (B aHtuten), LDG 27186
A08.12.004.33 WX uccneposanue (9 aHtvren), LDG 30573
A08.12.004.34 WrX uccneposanwe (10 aHtuten), LDG 33973
A08.12.004.35 WX nporHocTu4eckii mapkep (2 aHturena), LDG 17900
A08.12.004.36 MMMyHOrMcTOXMMMYECkoe mcecnegosanve, PD-L1, LDG 12736
AD8.12.004.37 WI'X nccneposanme (1 aHtuteno), Unim 6105
A08.12.004.38 WX nccnegoeanue (2 aHturena), Hadassah 8132
AD8.12.004.39 WIrX uccnenosanue (3 aHtvrena), Hadassah 13764
AD8.12.004.40 WX wccneposanne (4 aHTvrena), Hadassah 17252
A08.12.004.41 WX necnenosarne (5 aHtwren), Hadassah 24475
A08.12.004.42 WX uccnegosanue (6 aHtuten), Hadassah 20437
A08.12.004.43 WX nccnenoeanwe (7 aHturen) Hadassah 22778
A08.12.004.44 WIrX uccnegosanue (8 aHturen), Hadassah 27191
A08.12.004.45 WrX wecnegosanue (9 anturen), Hadassah 30568
A0B.12.004.46 WrX wecneposatve (10 avtuten), Hadassah 33945
A0B.12.004.47 Koncynetauws nepea UIMCX (ao 10 crekon), Hadassah 2374
A0B.12.004 48 WIrX uccnegosanue (5-10 aHtuten), Unim 32275
A08.12.004.49 WX wecneposarue (a0 4 axtuten), Unim 15561
KonwyecteeHHoe onpegeneque OHK TREC w KREC (awarHoctuka
A26.06.040.215 HacneacTeeHHbIx T- v B-kneTouHbiX MMMYHOaedhUUMTOB) 5200
WMMyHOeHOTMNMPOBAHWE KNETOK KOCTHOMO MO3ra Mk Nepudepu4eckon
KPOBW ANA ANArHOCTUKM MUHUMAanNbHOH ocTaTouHol GoneaHn (MOB)
METOAOM NPOTOYHON UMTOMETPUM (JIN3, OCTPLIN NeKo3, MHOXECTBEHHAR
A26.06.040.202 MUenoma), Nocne neYeHnA 15853
AHTUOCDHONUNMAHLIE aHTUTENa, MMMyHOBNOT (kapanonunuH, Beta-2-
FMWKONPOTEMH, 8HHEKCWH V, npoTpomMBuH, hocdaTtuanncepuH,
docharuaunranuepon, hocharuaunxonuH, pochaTaUnaTaHoNamMmuH,
A26.06.040.203 docarvgnunmHoanTon, docd. k-1a), IgG/M 5136
AMarHoCTMKa BOCNanuTenbHbIX NONWHEBPWTOB (aHTUTENA K raHrnMo3avaam
GM1, GM2, GM3, GM4, GD1a, GD1b, GD2, GD3, GT1a, GT1b, GQ1b,
A26.06.040.204 cynbdaruay) knaccos IgG/IgM 2615
A26.06.040.205 AHTUTENA K MbILUEYHO-CreLMU4eckon TMPo3nHkuHase (MUSK), 1gG 3564
AHTUTENA K IKIOKPUHHOI YACTH MOLXKENYA04HOR XENeasl, CyMMapHbIe
A0S.05.201.100 (lgGl/IgA) 1079
A12.06.030.102 AHTUTENA K MUTOXOHAPMAM (AMA, M1-M9) IgG, HPU® 1524
A12.06.030.103 AHTUTENA K UMTONNasme HewTpodunos (AHLA), IgA 945
A26.06.040.201 AxtuTena k Ro/SS-A 1167
A26.06.040.208 AHTUTENE K Sm-aHTureHy 1160
A26.06.040.209 AHTuTena k La/SS-B 1160
A26.06.040.210 AnTuTena k Scl-70 1160
A26.06.040.211 AxtuTena k Jo-1 aHTureHy 1221
AHTUHYKN@apHble aHTUTena, ummyHoBnot (k nNRNP/Sm, Sm, SS-A (SS-A
HatveHbIi), SS-B, Scl-70, PM-Scl, CENP B, Jo-1, ANA-PCNA, AMA-M2, ANA
A26.06.040.212 Ro-52, dsDNA, Hykneocomam, rucToHam, pubocomansHomy Benxy P) 2102
A26.06.040.213 AHTUTENA K HyKNeocoMmam 1116
AHTUHyKNeapHble aHTTena, MMMyHoGnoT (k RNP/Sm, Sm, SSA-60, SS-B,
Scl-70, PM-Scl, CENP B, Jo-1, ANA-PCNA, AMA-M2, SSA-52, dsDNA,
HyKneocomam, ructoHam, pubocomansHomy Genky P, RNP 70, RNP A, RNP
A26.06.040.207 C). 18 nokasatenei 5580
A12.06.010.100 INN-ANA-TecT-B (COCTORHME NOAXKENYA04HON KENeabl) 2827
A12.06.010.101 3JIN-H-Tecr-12 (cOCTORHUE HEpPBHOW CHCTEMBI 3153
ANU-XKKT-Tecr-12 (antutena k ds-HK, Fc-lg, GaM, GaS-03, ScM, ItM-07,
A12.06.010.103 HeS-08, HMMP, Ty6ynuHy, aKTuHy, MHCYNWHy, KonnareHy) 3400
A09.05.118.901 NnecHesbIi rpub Aspergillus terreus IgE (ImmunoCAP), m36 964
MNaHens annepreHos am6poanu IgE ImmunoCAP, wx209 (AmBpoanA BeicoKas
w1, AmGpoans ronomeTtens4aran w2, AMBpoana TpexpaanensHas w3 -
B03.002.004.196 CYMMEPHO) i 950
A09.05.118.900 Osomykomg siua, anneprokomnorert IgE (ImmunoCAP), 1233 nGal d1 1650
ADS.05,261 L-kapHuTH ceoBoaHbii B kpoau, BOXX-MC 2850
A09.05.261.003 L-kapHWUTH 0Buymit v cBoGoaHbIA B pa3oBOi NOpLMM MouM, BOMKX-MC 4001
ALMNKapHATKHBI B KpoBK (15 nokasartenen) ans nuy ctapwe 18 neT, BAMX-
A09.05.261.004 MC 3390
KomnnekcHsIi aHanma kpoBm Ha aMUHOKMCNOTLI (48 nokasatenen), BayKX-
B03.016.025.003 10500
Onpepenexne Omera-3 uHaexca (OLUeHKa pucKa BHeaanHon cepaeqHon
CMEpTH, MHAPKTa MMOKaPAa M APYTUX CEPASYHO-COCYAMCTbIX
A09.05.264.001 3abonesanuni), X 3200
AD9.06.001.1 LivknocnopimH 2652
AD9.06.001.2 Yrnesoa-neduumTHbIA TpaHcdeppuH (CDT), kposs 3246
A09.06.001.3 [nyTaTuoH-nepokcuaasa 8 3pUTPOLMTax 2834
B03.029.001.002 bera-kapotuH (nposuTamuH A), BIXKX 2200
BuccheHon A, TpUKNO3aH, 4-HOHWNGEHON (TOKCHHBI M3 NNacTMace,
TUTHEHUYECKUX CPEACTB, MOKOWMX CPEACTE, 3NEMEHTOB YNaKoBKW NPOAYKTOR
A26.19.095.1 NUTaHUA) B Pa3osoi NopUMK Mosk, MX-MC 2578
ADS.05.086 JUTniA B pa3osoi NOPUMM MOYM, CNeKTpOMETPus (Li) 626
AQ9.28.077.001 Hukens B pasosov NOpUWK Mo4M, cnekTpomeTpms (Ni) 626
A09.28.083.001 Kaamuii 8 pa3osoi nopynm Moum, cnextpomeTpus (Cd) 626
A09.28.084.001 CypbMa B padosoi NOpUMK MOYM, CNeKTPOMETPHA (Sb) 626
A09.05.065.1 Wog B kpoaw, cnektpomeTpus (1) 650
Wceneaoeaqie NonMMOPOM3MOB B reHaX, KOAMPYIOWMX PeLenTopel 1
A27.05.081.013 epmeHTsI MeTaboNuMama NonoBsLIX ropMoHos 11583
Wceneposanue nonvMopduaMoB B reHax, KOANPYHLMX PeuenTops! v
A27.05.081.014 epmeHTsl MeTabonuama CTepouaHbIX FrOpMOHOB 23439
WceneposaHie NONVMMOPEAIMOB B reHax, KOANPYHOLUMX PELEnTops! 1
A09.20.004.025 pMeHTsl MeTabonuama Hepomeguaropos 14638
BriRBneHue Hecny4aiHON MHaKTMBALMM (NaioHN3aLMM) X-XPOMOCOMBI y
A08.30.029.006 KEHLWWH (auarHocTuka Becnnogun) 4485
leHeTW4eCKan AMarHOCTHKa KNETOYHOMO CTaPeHMA (MaMEPEHIE ANWHS!
A09.20.004.005 Tenomep) 3680
Wccnepoeadie NonMMopgUaMos B reHax, KoAVPYLLMX peuenTopbl U
A09.20.004.027 PepmerTs! meTabonuamMa euTamuna D 4179
OueHka prcka TOKCUYHOCTM MPW TEPaniW CTaTWHaMM (CUMBAaCTaTH,
noBacTaTWH, aTOPBACTaTWH, NUTABACTaTWH, NPaBacTaTHH, PO3yBACTATHH,
A09.05.264.002 thnysacTaTuH) 7500
CKPMHWHT Ha HAaCNeACTBeHHbIe 3ab0Nesanma NPW NNaHMPOBaHUN
BepemeHHOCTH (reTepo3nroTHOE HOCUTENLCTBO Y poauTenei Myrauui 8
A09.20.004.006 reHax GJB2, SMN1, PAH, CFTR) 7694
A09.20.004.021 eHoAMarHoCTMKa 0CTpOM Nepemexaroilencs nopdupun (reH HMBS) 10880
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A09.20.004.022 eHOAMArHOCTVKa BOKOBOr0 AMUOTPOUYECKOro CKnepo3a (reH SOD1) 7414
MeHoAMarHoCTVKa MblledHol auctpaduu JrowenHa u bekxkepa
A09.20.004.023 (aeneunw/aynnukaumm aksoHos 1-79 e rese DMD) 7881
leroanarHocTuka Goneanu Wapko-Mapu-TyTa 1A W HacneacTeeHHOM
A09.20.004.024 HERPONATUM € NOABEPKEHHOCTLIO NAPanuyy OT CAaBNeHwWs (red PMP22) 14566
lexoawarHocTuka Bonestu MapkuHcoHa (kONUECTBO Konuv reHos PARK 1
A09.20.004.007 ATP13A2, myTauum B rerax SNCA n LRRK2) 7040
A09.20.004.008 PaclimpeHHoe resoTunuposaHe HLA-B27 (6oneane bexTepesa) 4600
A09.20.004.012 LiuToreHeTM4ecKkoe MCCNeaoBaHre KNeToK KOCTHOMO MO3ra (KaproTvn) 10485
HWUNT T21 (TeHomen): CKpMHUHT 21 xpoMoCoMbI, cuHapoma [layHa
A09.20.004.013 (MCCNEADBaTENLCKUA OTHET) 16779
HUWMC First test 21 (First Genetics): CKPUHUHI XpOMOCOMBbI 21
A09.20.004.016 (MCCNeA0BAaTENbCKMA OTHET) 24173
HWMC First test light (First Genetics): ckpuHWHr xpomocom 13, 18, 21
A09.20.004.017 (nccneaosaTensCckvin 0T4eT) 25783
HWMC First test medium (First Genetics): CKPUHWUHT XPOMOCOMbI 21;
MoHocoMUR/Tpucominna X; c-M KnaitHdensTtepa; c-m [keikobea; XXYY
A09.20.004.018 (Mccnenosarensckuii oT4eT) 26588
HWMC First test (First Genetics): ckpuHuHr xpomocom 13, 18, 21; moHocomus
Irpucomun X; c-M KnaitHdbenstepa; c-m [breiikobea; XXYY
A09.20.004.018 (MccnenoBaTensckuin oT4eT) 27393
HWMT Ba3oeas naxens (MesomMes). CKpUHWHN xpomocom 13, 18, 21
A09.20.004.020 (vccnepoBaTenbCKuin OTYET) 22686
Onpepenetine peayc-dakropa nnoaa (eeisenexHue reda RHD nnoaa no
A09.20.004.009 KPOBUW MaTepwu) 10000
A09.20.004.010 BCR-ABLp230 t(9;22), kon 3635
A09.20.004.011 OnpeaeneHune MyTaumm 8 12 ak3oHe rera Jak-2 kMHaabl, kay 4816
OueHka pucka paka npeAcTaTensHol xeneael Mpocta-TecT 2.0 (akcnpeccus
B03.006.001.007 PCA3, Beisanenme xumepHoro reHa TMPRSS2-ERG) 5100
B03.016.017.047 MNaHens "®akoMaTo3bl U HACNEACTBEHHEIM paK” (BEHO3HASA KPOBb) 38131
MonekynApHO-TEHETUYECKOE UCCNeA0BAHWE NPU CEMENHON
runepxonecrepuHeMun (reqsi LDLR, APOB, PCSK9, LDLRAP1) meToaom
B03.016.017.048 NGS 27993
B03.016.017.049 MNanens "3afonesaHns cO8AMHUTENLHOM TKAHW" (BEHO3HAS KPOBL) 38131
B03.016.017.050 MNaHens "HacneacTeeHHas TyroyxocTs" (BeH03HaR KpoBs) 38131
B03.016.017.051 MNaHens "HacneacreexHbie 3abonesarns rna3” (BeHO3Has KPOBb) 38131
B03.016.017.052 MNarens "HacnepcteeHHbie 3abonesanns XKT" (BeHO3HAR KPOBb) 8131
B03.016.017.053 MNanens "HacneacteeHHbie 3abonesanus novek (BEHO3HARA KPOBL) 8131
B03.016.017.054 MNaHens "HacneacTeeHHbie sabonesanns cepaya” (BeHO3HAR KPOBb) 38131
B03.016.017.055 MNaHens "HacnegcTeeHHsble HapylweHWA 06MeHa BellecTs" (BEHO3HARA KpoBb) 38131
B03.016.017.056 "HacnencTeeHHble HapyLIEHWA PenpoayKTUBHON CHCTEMbI" (BEHOIHER KpOBb) 38131
B03.016.017.057 MNepsryHbie faHHbie cexBeHUposaHna 8 dopmate FASTQ (FeHoTek) 35
B03.016.017.058 MepBuryHbe AaHHbLIe CeKBEHMPOBaHMA B hopmaTe FASTQ (Genetico) 22561
YcraHoeneHwe MaTepuHCTBa - AyaT (25 Mapkepos), (npegnonaraemas marts,
B03.045.030.006 pebeHok) 10500
YCcTaHOBNEHWe MaTepPUMHCTBA - TPWO (25 Mapkepos), (NpeanonaraeMan MaTb,
B03.045.030.007 pebeHok, Buonorudeckuia otew) 13200
YHWBEpCansHbIA TECT Ha yCTaHOBNEHWe POACTBA: AedylWwKa/6abyLuka -
BHYK/BHYYKa, AAARITETA - NNEMAHHWK/NNEMAHHULA, POAHLIE/CBOAHbIE
B03.045.030.008 GpatbaicecTpsi (2 yqacTHuka, Ao 40 mapkepos JHK unv nonossix xpoMocom) 15500
[lononHuTensHeId y4acTHUK Ne 1 (pacueT BeposTHOCTM poacTea, 25
B03.045.030.009 Mapkepos) 4200
A26.06.005.003 ApeHosupyc (oBrapyxeHve aHTureHa B kane), MXrA 729
Moces Ha rpubel poaa Acneprunnel (Aspergillus spp.) Gea onpegeneHns
4YBCTBWTEMNbHOCTHA K 8HTUMWUKOTMKAM (MA3KK CO CrIM3UCTOM 0BOMOYKM 1 KOXM,
A26.19.009.1 OTAENAEMOE yxa, MOKpoTa) 650
A12.21.013.1 NeAKOCKPMH, KONMYECTBO NEMKOUMTOB B 3AKyNATE 420
PparmeHTauna [IHK cnepmaTo3ouaos (askynaT, 3aknioderve epava KN no
A12.21.013.2 MCCnenoBaTensckomy oT4eTy) 4600
B03.012.001.1 WHCYNWHOPE3UCTEHTHOCTL 320
VIMMyHHBIA cTaTye (MMMmyHOrnoGynuHbi: IgA, IgM, 1gG, ummyHorpamma
B03.016.017.005 Gasosan BrnouaeT aHan1a KpOBM C NEAKOUMTAPHOM (hOpMyNOoi) 2300
B03.016.017.026 OGcneposanue neyery, 6a3osbii 353
B03.016.017.027 O6cneposanve WUTOBUAHOW XKeneas!, CKPMHWHI 701
B03.016.017.028 lacTpokomnnexc 1600
B03.016.017.006 emaronorvyeckii (AMarHocTuka aHemui) 850
B03.016.017.007 MocnuTansHbIA TepanesTUYeckuin 868
B03.016.017.008 TocnuTansHbIA XMpYpPruYeckuin 1491
B03.016.017.009 OuarHoctuka auaberta, BUOXMMUHECKIMA 2324
B03.016.017.010 [warHocTuka napasuTapHbix sabonesanui 1825
B03.016.017.011 Kapauonoruueckui 1811
B03.016.017.029 Hedponoruieckui, BUOXUMUHECKUIA 398
B03.016.017.030 OBcnegosaHne NeveHn 1051
B03.016.017.031 0OBcneaoBaHke WMTOBUAHOM Xeneab! 1844
B03.016.017.012 OHKONOTUHECKNA ANS KEHLMH, BUOXAMUYECKWI 1715
B03.016.017.013 OHKONOrMH4ECKUA ANA My inH, BUOXUMIHECKWIA 1267
B03.016.017.032 MnaxuposaHm1e GepemMeHHOCTH (TopMCHBI) - NKOTeWHoBas hasa 903
B03.016.017.014 PeBMaTonoryeckiil, pacLUMpeHHsIA 3555
B03.016.017.033 MNnaHupoeaHue GepemeHHoCTH, Ba3osbiv 472
B03.016.017.015 I'OpMOHanbHLIA NPO®MAL ANA MYXHUH 866
B03.016.017.034 opMOHaneHLIA NPeMUNE ANA KEeHLMH 1710
B03.016.017.035 AuddepeHymansHan auarHocTvka sabonesanuin KT 4485
B03.016.017.036 DUTHEC. DUINYECKNE HArPY3KW 932
B03.016.017.016 [WarHoCTMKa HapyWeHWA YHKUWA AMYHWKOB 1233
B03.016.017.017 Cnopr. Ba3osbin 383
B03.016.017.018 CnopT. BUOXMMUYECKUIA CKPMHWHT paboTocnocobHoCTH 483
B03.016.017.019 [IMarHoCTMKa COCYAMUCTbIX 3a60NeBaHUi roNOBHOTO Moara 1888
[MarHoCTMKa AeMUBNMHU3MPYIOLYMX 3360NeBaHNI (AHTUTENA K aKBANOPMHY -
4, AHTWTENa K rnyTamaTtHomy peuenTtopy NMDA-TUna; DeppuTvH;
B03.016.017.020 LiepynonnaamuH; C-peaxtueHbiit Genok; PeamatonaHsii daktop (PD)) 3671
B03.016.017.021 [wnarHocTvka HeWporeHHbIX onyxonei 4641
B03.016.017 022 [lnarHocTvKa AereHepaTeHsix 3a60N6BaHUIA NO3BOHOYHMKA 3948
B03.016.017.037 locnuransHbin 639
B03.016.017.038 Mapkepb! 0CTE0N0PO3a, BUOXMMU4ECKIIA 1695
B03.016.017.023 MOHMTOPMHT NedeHWR ocTeonoposa 1078
B03.016.017.024 [lnarHocTuka aedmuyvra xeneaa 1839
B03.016.017.039 Yekan 6a308bin, XEHLMHbI 2072
B03.016.017.040 Yekan 6a308bIA, My*HWHbI 2143
B03.016.017.041 Yekan paciumpeHHbId, MEeHLLWHbI 3200
B03.016.017.042 Yekan pacluvpeHHbIA, MyXHuHb! 3009
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B03.016.017.043 Yekan "Kpacota n agoposse” 2047
B03.016.017.044 Yekan "KpacoTa v 300poBbe KOXM, paCLUMPeHHBIA" 1495
B03.016.017.045 Yekan "KoHTpons seca” 1610
B03.016.017.046 Yekan nocne Koeuaa PacluMpeHHbIA 1983
B03.016.017.025 Yexan "XpoHU4ECKan ycTanocTs" (BKNKYAET AUArHOCTUKY Xenesoneduumra) 1495
A02.05.078.1 TecTocTepoH obwmn 420
A09.05.159 TNentud 500
Onpepenerne SNP B rexe IL 28B yenosexa (IL28B: C>T (rs12979860)
A27.05.028 IL28B: T>G (rsB099917)) 620
A27.05.002 Naker «OK!» (ouerka pucka TpomGo3a npu npuéme OK v M3T), 2 nokasarens 498
A27.05.040.001 NakeT «OHkoPuck» (BRCA1/2, ponatHei umkn), 12 nokasarenen 2314
MaxeT «Puckv BO3HWMKHOBEHWA CEPAEYHO-COCYAMCTLIX 3abor A» (prcK
HapylWeHWR CBEPTLIBAHWA KPOBM U MMNEePTOHUK, honaTHeid uvkn), 21
A09.20.004.002 nokazarens” 3382
Anneprokomnnexc «Muvwesan anneprma» IgE (ImmunoCAP) (AuyHbin Genok
1, Monoxo f2, Tpecka f3, Mwenuya f4, Apaxuc f13, Con f14, dyHayk f17,
B03.002.004.4 Kpesetka f24, Mepcwk f95) 5503
Onpegenexwve myTauwi a redax. BRCA1 (11 mytaumia), BRCAZ2 (3 myTaumm),
B03.027.007.001 PALB2 (1 myTaums), CHEK2 (4 mytauwu), NBN (1 myTayws), BeHO3Has kposb 3635
MpeHaTankHbIA CKpWHWHT | TpmecTpa GepemeHHocTn ASTRAIA (8 Hegens -
13 Hepenb 6 gH.): AccoummupoBakHeid ¢ BepemeHHOCTLI0 npoTeuH A (PAPP-
B03.032.002.003 A), CeoboaHan cybveanHnua Geta-Xry 800
Ouenka BnmaHuA reqoe CYP2D6 n CYP2C19 Ha meTabonvam
aHTHaenpeccaHToB WHrMGuTopos obpaTHoro 3axeara
CEePOTOHMHA/HOPaAPEHAaNUHA — SCUMTANoNPamM, UMTanonpam, CepTpanuH,
A27.05.045.002 NHOBOKCAMMWH, NapOKCETHH, BeHNahakcuH (cnoHa) 4165
B03.027.008.001 MporacTpuvH-BbicaoGoxaatowmin nentug (Pro-GRP) 1969
KarexonamuHel KpoBM (aApeHaniH, HOpaapeHanvH, A0amMUH) M CEPOTOHMH,
A09.05.124.1 BIXX-MC 16897
lanakTosa-ansta-1,3-ranakTosa (a-Gal), anneprokomnoHeHT IgE
AD9.05.118.525 - {(ImmunoCAP), 0215 2100
KatexonamuHbl kposu (aapeHanvH, HopagpeHanvH, L0hamMuH), CEPOTOHUH K
wx meTabonuTel (BAHUNMNMUMHIANEHERA KWCNOTa, TOMOBaHWNMHOBARA KUCNOTA,
A09.05.124.002 5-TMAPOKCMUHAONYKCYCHAA KWCNOTA) B CYTOYHOM Move, MX/BIXKX-MC 2013
Mapkepe! pucka npeaknamncuu: sFit-1, PIGF, cooTHowenwe sFIt-1/PIGF
B03.001.007 (MHOronnogHas 6epeMeHHOCTL) 3680
A0S.05.256.01 HarpuiypeTndeckui nentua B (BNP) 1250
AHK nanunnomasupycos (BMY) 14 tvnose (KBM, Tunsi 6, 11, 16, 18, 31, 33,
A26.20.009.609 35, 39, 45, 51, 52, 56, 58, 59), TunupoBaHue, kon. 830
A26.06.082.102 AHTuTena k bnegHon Tpenoxeme (antures TmpA), IgG 130
A08.20.017.102 PKWaKoCTHaR UMTONOMSA NYHKTaTOB MONOYHOM Xeneas! 1681
A08.20.017.103 HKUnKOCTHER LIMTONOMMSA NYHKTATOB LMTOBMAHOM KENesb 1097
A26.06.040.214 MrruGurop C1-actepass: (daktop C1-INH komnnemenTa), KoHUEHTPaUMA 2596
AxTuTEna K peuentopy (oconunadsl A2 - LUarHOCTMKE MeMBpaHOo3HoM
A12.06.030.101 Hedponartuw, IgG 2742
A09.05.235.06 25-rwapokcuxonekansuyudepon sutamuH D3, BXX-MC 1500
leHeTyeCKan NPePacNONOKEHHOCTE K HAPYLLEBHUIO (PYHKLWM LLIMTOBIAHOM
A09.20.004.003 Keneas! 10799
WccneposaHue NoNMMOPMM3MOB B reHax, BAMAKLWWX Ha 3bdEKTUBHOCTL
A09.20.004.026 ABTOKCMKALIMWA KCeHOBMOTHKOB (pacluMpeHHas naHens) 24116
leHeTuyeckoe uccneposaHmne IDEKTUBHOCTI AETOKCHKALMK MeTaBonuTos
A09.20.004.004 3CTPOreHoB (paclupeHHas naxerns) 10325
HWNT cranpapTtHan naHens (FeHoMen): CKpUHMHT xpomocom 13, 18, 21,
mMoHocomus/Tpucomma X, c-m Knaindenstepal/c-m HAkobca
A09.20.004.014 (MccnenoBaTensckuin oT4eT) 21287
HWNT pacwmnpeHHas naHens (FeHoMea): CKPUHWHT Xpomocom 13, 18, 21, X,
Y, MMKpOAENEUMA Y NNOAA, HOCUTENBCTBO FeHOB HAaCNeACTBeHHBIX
A09.20.004.015 3afonesanuii y maTepy (MCCneaoBaTenbCKUA OTHET) 33532
MNpWKU3IHEHHOE NATONOrO-aHATOMUYECKOE MCCnegoBaHme GruoncuinHoro
A08.30.033.003 (onepauvoHHoro) marepuana IV KaTeropum CnoxHoCTH 1100
AZ26.05.023.002 PHK supyca renatura D, kxposb, Kay. 497
o
3amecTuTens rnagHoro Bpaya No 3KOHOMMYECKMM BoNpocam /{’é/éé’c?- A’x—/ H.A. LLlepbaHb
¢
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